Multiple alignments of upstream regions for genes regulated by SusR-like proteins, HTCS and
cytoplasmic transcriptional regulators.

Binding motifs are shown in red, with the exception of the Crp binding motifs (underlined). Coding regions are in
boldface. Genome abbreviations are Bacteroides thetaiotaomicron VPI-5482 (BT), Bacteroides ovatus ATCC 8483
(BACOVA), Bacteroides vulgatus ATCC 8482 (BVU), Bacteroides dorei DSM 17855 (BACDOR), Bacteroides
uniformis ATCC 8492 (BACUNI), Bacteroides cellulosilyticus DSM 14838 (BACCELL), Bacteroides finegoldii DSM
17565 (BFIN), Bacteroides faecis MAJ27 (BFaeM), Bacteroides sp. 1 1 14 (1_1 14), Bacteroides plebeius DSM 17135
(BACPLE), Bacteroides dorei DSM 17855 (BACDOR), Bacteroides eggerthii DSM 20697 (BACEGG), Bacteroides sp.
1 1 6 (BSIG), Bacteroides caccae ATCC 43185 (BACCAC).

SusR (BT3705) regulon

BVU 1382
BACDOR_02286
BT3704

BACOVA_ 03520

BVU 1382
BACDOR 02286
BT3704
BACOVA 03520

BVU 1382
BACDOR 02286
BT3704
BACOVA 03520

ACGAAAATATTTTCATTGACGTTTATATTTTCAGCAATACAGCAAAGACAAATATTCCTAATTATCAATAAGTTGAGTCTAT
ACGAAAATATTTTCATTGACGTTTATATTTTCAGCAATACAGCAGAGATAAATACACCTAGTTATCAATAAGTTGAGTCTAT
CCATAACAATTTTCATTTTCACTTGTATTTTTCGACAGAGGCAATAACGATAAAAAGCTTATTATCAACAGCCTATTCAAAA
GTATAACTATTTTCATTTTCACTTGTATTTTTCGGCATAAGGTATTAGAATATCCAACTAATTATCAGCAACATAGTCAGAT

* K KAk KAk kKK kK * *k Kk Ak KkkKk Kk * * K% * * K * K * Kk kK kK * * *

AAAACATTTATATTTTTATTCTAGTACTCAAATCTCAGCTATTCCACTCCTACATTTGCAACATCCA--AATGAAATGAAGA
AAAACATTTATATTTTTATTCTAGTACTCAAATCTCATCTATTCCACTCCTACATTTGCAACATCCA--AATGAAATGAAGA
CAAGCATTTATATTTTCTTTCTAACTGCCATACGGCATACCCGATTCACCTACATTTGCATCATCGGTTCCCCCGAACAAAT
AACAGGTTTATATTTCCATTCTAATCTCACAAAGGTGCACAGCATCCCCCTACATTTGCATCATCGGTTCTCCGAGCAAACA

* Kk Kk ok kK kK K * K Kk x * * kK xkx Ak kkkkkk Kk kk * %
TATAAACACTAATTTCTATATATTATGAAAAGAA---——-— CATTCGCACTTA
TATAAACACTAATTTCTATATATTATGAAAAGAA-————— CATTCGCACTTA
TTTAAAAA-————— TCTAGTTACCATGAAAAGGAATTTATTATTCATTATCT
GTTAAAAA-————— TCTAGCTACCATGAAACGAAATTTGTTATTTGCTATTT

K,k Kk k x *k ok x kk kkxkkk Kk K * kK *

SusR2 (BT3091) regulon

BT3090

BACOVA 02787
BACUNI 01942
BACCELL 04952

BT3090

BACOVA_ 02787
BACUNI 01942
BACCELL_04952

BT3090

BACOVA_ 02787
BACUNI 01942
BACCELL_04952

———-AGAAATCCACTACTTTTTTAGCACGGTCGCTATTCTATAATATTCTTATTATTAGTGTTTTATGCTGTTTTGTACTGT
—-——AGAAAATCACTACTTTTTTAGTCTGACTTCTATTTTATAACGTTCTTATATTTAGTGGTTTATGCTGTGAGATACTGT
CTTATATTTTCACTACTTTTTTAGTTGGGTAATAATTTTATATATTATTGGTATATAGTGGTTTAAGTATTTTTGAATGAT
CTTATATTTTTACTACTTTTTTGGAACAATGCATCTTCTTGATAGCATTGATTATTAGTGTTTTATGTCTTATAAAACGCC

* *hkxkkkkxkkx Kk **x  * * * * *khkxkk khkxk K * *

ATAAACCACTATATTTTTGCTATCTGGCAAAGAAGCGCATTTAATTGTGGATACTTTTGAT - —-———————— TTCAG-—-—---
ATAAATCACTATATTTTTGCTATCTGCTTAAGAAGCAGTATGAAATGTGGATACTTTTGTTTTCACGGTCATTCAGCAATG
GTAAACCACTACTTTTTTACTCTTTCCTCACTATTGGCTTCTCTTATCTGATACATTTGCCATTGTCCCTCTTCGG-—---—
TAAAACTACTACTTTTTCACTCTTTTCCCCTTATTGCTTCCTCTTATCAGATACATTTGCCATTGTTCCTTCACAG-—-——~

kkk  kxkk  kkkk KKk Kk K * kokkkk KKKk * %
-—-—-TGAAAACAAAA--—-———————— AGTAATCCTAATATTAACTTTAAATTGATGTA-CATGGAACAGAGTATAAA
ACACAGAGAACGAAAACAAA-————— AGTAACCCTAATATTAACTTTAAATTAATGTA-CATGAAACAGAGTATGAA

-—---AAAGAGTGACA-CATGTGATT-TATGTTTTTATTATTAACTTTAAATTCTTATATTATGCAAAAGTACAAAAT
—-—-—--AGGGGACAAATGCATGTGAATCTATATTTTTATTACTAACTTTAAACTCTTATATTATGCAAAAGTACAAAAT

* * * Kk kK Ak kAkkkAkkkA K * kK *kk kk k% * *

SusR3 (BT3309) regulon

BT3310
BACOVA 00942
BACFIN 00069

BT3310
BACOVA 00942
BACFIN 00069

BT3310
BACOVA_ 00942
BACFIN 00069

TCGATGTTGTAACCTATCCACTTTTTAGGCCTCTTTGGTTGATATTAACTTGCTGTTTATTAGTGGTTTGTATGTTTGTAT
TTAAGACTGTAAACTAACCACTTTTTTGGATATGTTATATGTGTGTAAATGGTTGATAATCATTTTGATGATGTTTTGTGT
TCAAGGTTGTAAACTATCCACTTTTTTAGACTGAAGAAAAGAGAGTAAGCTTTTGGAAATGAATTGTTTGCCTTTTAATGG

* * khkkhkk Kkhkk khkkkkkkkk * * * k * * * *k ok Kk * % * % *

AATCCACTTATTATACCCTCATTGTCAAATCACTTCAGTTTCTTTATACTTTTGACCTGTGCTTCTGAAATAGTGGCGAAA
CATCCACTTATTGACCCCTCCCTGTTAGCTCACTTTAATTTCTTTATACTTTTGATCTGTGCTTCGAAGGTAATGAGAACA
TATCCACTTATTGTCCCCTCCTTATGAATTCGTTCTCATTTCTTTATAATTTTGACCTGTGCTTCGGAAGCAATGAGAGGA

Kk ok ok ok ok k ok Kk kkk * Kk k kK *x kK * K * AKhkAkkAkhkAkhkhkk khkkhkkk *Ahkkkkkkkk * * kK *

GTCCTGTCAAGCACATACCTTAATTATAAACTTTAAAA--TTAATACGCATGAAAAAG
G-—-CTATTACGGACGAGCATCTATTATTAACTTTAAAATTTTAGTACGCATGAAAAAG
ACTCCATTGCGGACGGACGTTTATTATTAACTTTAAAA--TTAGTACGCATGAAAAAG

* * * kK * ok kAhkKhkkk KAhkkkhkkkkhkkkk KAk hkhkAhkkkkhkkkhkkkk Kk kKK



SusR4 (BT2160) regulon

BACOVA 03187
BT2159
BFaeM 23198

BACOVA 03187
BT2159
BFaeM 23198

BACOVA 03187
BT2159
BFaeM 23198

ATAATACTTTCCAAATCATCTACATTTTTTTGATGTGTCAAGTTAGCTAAGTTGTTGATTAATAGTGAAAAATGCTATTTT
AAAATACTTTCCAAACAATCTACATTTTTTATATCCTTGTGTATATCTAAAGTGTTGATTTATAATATGTAATATGATTTT
AAAGCCCTTTCCAAACTGTCTACATTTTTTAGATAGGTAAATATAGATAAGTGTTTGATATATAGAGGTAAATGTGTTTTT

* * ok k ok ok ok ok ok k khkkkhkkkhkkkkk * K * * * * K x * K Kk Kk ok * K x * % % * % Kk %

TATATCTACATAAAGTAGTGTAAGTCAAATAAGCCGTTATTTATTTGGCTAGATTTGCAATATCAGTTTTTAGCTCATCAG
ATAATCTACATAAAGTTGTGTAGACTAAATAAAGCGTTATTTATTTGGCTAGTTTTGCGATATCAGTTTTCGAACAATCTG
TGAATCTACATAAAGTTGTGTAGACTCCATAAAGCGTTATTTATTTGGCTAGTTTTGCGATATCGGTTTTCAGACAATTTG

khkkhkkkhkhkkkhkhkkk KKkkk%x * Kk Kk k KAk AkA kA kA kA kA hkk Kk hkk* **kk**x *kk,kk%k * K *

TTTGGTAGTTAGAAGTTGATGTTTTATCTATTATTTGTACTTAAATTCACTATGTTTAATTATGAACACGCAATCTTCA
CCT-ACAGATGAAAATTGATACCTTTTATGTTGTTTGTACTTAAATTCGCAATTTT---TTATGGATGCACAATTTTCA
CGA-ACGGATGAAAATCGGTATCTTATATATTGTTTGTACTTAAATTCGCCATGTT---TTATGAATACACAATTTTCA

* % LR T S S *k ok ok kk kkkkkkkkkkkhkkkkhkx ok kK k*k *kkkk *x * kkkk kkkk

HTCS_Aga-1 (BT0267) regulon

BACFIN 07018
BfaeM 12438
BT0268

1.1 14 01201

BACFIN 07018
BfaeM 12438
BT0268

1.1 14 01201

CAATTATGATTCAAAATTGTACGTTTCTGAATGATTATAGGACTTCTTTTTATTGGATAACTCGCACTTTTGTACTGCAAT
TAATTATGGTCCAATTTTGGAAGTTTTTGAATGATTAGAGAACTTCTTTCTACTGGATAACTCGCACTTTTGTAACGCATT
CGATTATGGTCCAATTTTGGAAGTTTTTGAATGATTAGAGAACTTCTTTCTACTGGATAACTCGCACTTTTGTGACGCATT
CGATTATGGTCCAATTTTGGAAGTTTTTGAATGATTAGAGAACTTCTTTCTACTGGATAACTCGCACTTTTGTGATGCATT

*kkkkk Kk kkk *khkk Kk kkhkk hhkkhkkkhkkhkkhk khk Ahkkhkkkrk kk kkAkkhkkk Ak kA hkkhkhkkAkkk * Kk x X

TAATGCATAACTAATACTTATATGATCTAAAAAAC-TTATAAATCTAATAGCATGGTGGTA
TAATGCATAACTAATACTTA--TGATCTAAATAAC-TCATAAATCTAATCGTATGGTGATA
TGATGCACAACTAATACTTATTTGGTCTAAATAACTTTATAAATCTAATAGTATGGTGATA
TGATGCACAACTAATACTTATTTGGTCTAAATAACTTTATAAATCTAATAGTATGGTGATA

* kkkkk khkkk Ak kkxkkkk *khk kkkkkhkk Kkhkk Kk Kkhkkkkikkkhkhkkk x hhkkkkk kk

HTCS_Ara-1 (BT0366) regulon

BACCELL 05304
BACEGG 01542
BT0367

BACCELL_05304
BACEGG_01542
BT0367

AATCAGAATAGCTGTTTTTAATTTAAATTGCTGAATTGTCCACCTCAAATGTTCATTTGTCCACCTTACCATGCTTACCCC
AAAAAGTCTGCGGTCTTTTTTGTGAAGTTGGAAGATTGTCCACCTTAAAAGGTCATATATCCACCTCTACTGCTTTGGGCA
AATGGGAAGAGCTTCTTTTCAGC-AGATTATCGGATTGTCCACCAATCGTGTTCGTATGTCCACCTTTCATAGGGGAAACG

* % * * ok kK * kK * Kk kokokkkokkk * kx Xk kkkkkkk *
GGGCGTATTTTTGCAATAGAATTTAT-———— AATCTACTGATAGTATG
TGGCGTACATTTGCATT-GTATTTTT-———— AATTTGCTGATATTATG
GGGCGTATTTTTGTAGCATAATTGATGAACGAATACACAGATATTATG

kkkkkk  kkkk K kkx ok * Kk * Kk kkkk  kkkok

HTCS_Ara-2 (BT3049) regulon

BACUNI 03755
BACCELL_01904
BVU 0839
BACDOR_04890
BACPLE_00182
BT3049
BACOVA_ 02667
BACFIN_ 04000

BACUNI_ 03755
BACCELL_01904
BVU 0839
BACDOR_04890
BACPLE_ 00182
BT3049

BACOVA 02667
BACFIN_ 04000

TCAACAGCTGTATAAATCTTGCAGAGAAGGCATATAAATCTGTCAATGCACGATTTGTGCACATCATCTAAAGATTTTATT
TCTTGAACTGTATAAATCTTGCAGTGAGGGGATGTAAATCTTGCAATGAACGATTTGTGTATCTGAAATAAAGAATTTATT

TCCTGA----TATAAATCTTGCAGAAAAGGGAGGTAAATCTTGCAATGCATGA-TTATGTATCTAAAATACAGACTTTATT
TCCTGA----TATAAATCTTGCAGAAAAGGGAGGTAAATCTTGCAATGCATGATTTATGTATCTAAAATACAGACTTTATT
TAAGAA----AAAACATCATGCAATGACCGAGCACAAATCATTCATTGTATGATTTACATCCCTTTAATTCAATAAATATT
CGCTG---—- TAAAAATCATGCAGAAAGGGTAGA-AAATCATGCAATGAATCATTTGTCTATACTAAATACAAGATTTATT
TGAATAAA--CAAAAATCATGCAGAAGAACTACACAAATCATGCAATGAACGATTTGTATACTCTAAATAAAATATTTATT
AACCGA----TAAAAATCATGCAGAGAAGCTACATAAATCATGCAATGCACGATTTACATACTCTAAATAAAATATTTATT
* k kkk kkkk *kkk*kx *k Kk *x * k% * * * Kk x
TGTACTTTTGA-———---——- CTCATGCAATGAAAAACGACCCGTTATGAAGA-AGATTCT
TATACTTTTGGATTGCAATA-—————————- GAAAATTGAT--GTCATGAAAA-GCAGATT

TGTATTTTTGAACCATATTATTTAACAATGTGTACACTGAT--GCTATGAGAA-AGATATT
TGTATTTTTGAACCATATTATTTAACAATGTGTACACTGAT--GCTATGAGAA-AGATATT
ACTATTTTTGA-——————— ATCTACCAAAATGAACAA--—————— TATGAA---ATATCTT
TGTACTTTTGAGAGTGAATATCAAGGAATACATAATATCTGAAACGATGAAAACATACATT
CCTATTTTTGGACTTG-———— TAATTGAAACAAATAAGCACGAGTTATGAAAAAACACATT

TCTATTTTTGAGCCTGTAAA-———— TGAAACGAATAGGCACGAGTTATGAAAAGACACATT
Kk Kk kKk * * %k k% * *



HTCS Fru (BT1754) regulon

BT1763
BACSTE_ 03472
BACCELL 05510

BT1763
BACSTE_ 03472
BACCELL 05510

CTATGCAACATATCTTACAGCATTTGAAACATTTTTTTCAGTCGGTT--GACTTAAATCAACCGTAATTTG
CCACGAAACAAATTTTGCAGCATCCGTATCATTTTTTATAGCCAGTTTCAATGCAATCC--ATTTACTTTG

TTTTGTTACAAATATACCAGCTTATGAAACATAAATTACAGCATATTTTCACTTAATTC--CCTTTCTTTG
*  kkk kk Kk kkkk X Kk Kk Khkk *k Kk * ok * k% ok *  kkkk

CATCATCGAAAAGAGA-—-—-—-— AAATTCGTACTTTTA----- AATTAATAACATTAAACTAATGCCTGGTA-
CAATATCAAAACATGA-TCGGGAAAGC-TGTTTTGAG--—--AATTCACAAGA-———————===========
CAACATCAAAACATCACTCGGGAAAGCATGTTTTGAGAGGTAATCCACAGCGATTACAAAATGAAAAGCAT

* K *kk kKK * * K * K * Kk Kk K * K Kk * K

HTCS_Hep (BT4663) regulon

1)
BACSTE_03702
BACOVA 05478
BT4662
BACFIN 00658

BACSTE_03702
BACOVA 05478
BT4662

BACFIN 00658

2)
BACEGG_00070
BACSTE_ 03699
BT4675
BACOVA_ 05497

BACEGG_00070
BACSTE_ 03699
BT4675

BACOVA_ 05497

TTTTTAAACAAATACGATATTTCATTCAACAAATTTAATAAT-AAAATTCAGATTTCAAAGAAAGCATAAACAAGAGAGAT
TTTCTAAACATTATTAATATATGATTCAACAATATTAATATCAAAAAATCATTTTTTGAACAAAGTGTGAACAGGACAAAT
TTTTTAAACAAAAACAACATATGTCTCAACAAATTTGATATCAAAAAAATCATTTTTGAACAAAGTATGAACAACCTAAAT
CTTTTGAACATAAATAGTATATGATTCAACAAAACTAATATCAAAAAAACA-TTTTTGAACAAAGCCTGAACAACTTCGGC

*Kk k kkhkkk * Kk K *kkkkkk * kK x * Kk Kk k * K x *k kK kK * Kk k kK

TAGCTCTTAGAAATCAATGTAATATATTTGCGGCAAGGAAAATTGAAACTTTTACTAAT--AAAAAACAACTTAAGTATGA
CATCATTTCTAAATAAACAGATTACATTTGCAAACAGTAAAA-TATAACTTTTAATAAT--TAAAACCTAATAAAGTATGA
TAAAGAATCTAATTAATGAGGTTACATTTGCAA-CAGTAAAA-TAACACTTTTAATAATTATAAAACCTAATAAAGTATGA
CAATCGTTATATATAAAGAGATTACATTTGCAAACAGTAAAA-TATAACTTTTAATAAT--TAAAACCTAATAAAGTATGA

* * * *  x * ok  kkkkxok * Kk kkkk X kA KKk kkk  kkkK *kkkk k Kk Kk Kkkkkkkkk

TTAGGATAGTGACGAATTGCACAAATATAGGGTTTTCTGAAACAAATAGGATAGGGGC-TGAACAATAGCTTTCGTATTTT

GTGGAG——————— TATTTGCACAAATATAGGGTTTTCCGAAACAAATAGGGGATAGGTGTGAGGCGCAGCTTTCGTACTTT

ACAGAA----—-—- GAATTGCACAAATGTGAAAGCATTTGAGACAAACGAAAGGCAGCCGTAAGGGTTGCCTTTCGTATTTT

ACAGTA--————- AAATTACACAAATGTGAAAACATTTGAGACAAAAGAAAGGCAGCCGATGAGGTTGCCTTTCGTATTTT
* * kk kkkkkkk * *  kk kkkkk * Kkokkhkkkk KKk

TGTGACATAA-ATTTAAGCTTAATATCAAAATAGGATGAAGAAAAACATTTT
TGCCGCATCGTTTTTAAGTTTAATATCAAATAAGGATGAAGAAAAACATTTT
TGCACCGTCG---ATAAACTTAATACCGGA-TAGAATGAAAAAATACATTTT
TGCACCGTCA---ACGAACTTAATACCAAA-TAGAATGAAGAAAAACATTTT

* % *  x * * Ak kkkk Kk * * Kk kkkkk kkk khkkkkkk

HTCS_Hya (BT3334) regulon

BT3348

BACOVA 01969
BACFIN 02037
Bache 0564
BACCELL_01621
BACUNI 01004

BT3348

BACOVA 01969
BACFIN 02037
Bache 0564
BACCELL_01621
BACUNI 01004

TCAAGGGAGAAATGTACCAAATTTGTCCCTGAATTGGATTATTTGGGACGGTCTATTCTATTTGAAAGTACTACTTTTGCC
TTTTCAGTGAAATGTACCAAAATTGTCCTTCATTTGGATTATTTAGGTCGGTCAATTCTATTTAAATGCACTACTTTTGCC
TTCTTTTGCAAATGTACCAAATTTGTCCTTCATTTGGATTATTTAGGTCGGTCAATTCTATTTAAATGCACTACTTTTGCC
TGATA-TGTAAAAGTAACGATTTTGGCTAATAATTGGATTATTTGTGAAGGTTAATGCTGTTTGCTTGCACTACTTTTGCA
TTATG-TGCAAATGTAACAATTTTGCTCTTTTCCTGTATAATTTAGGAGGGTCTTTTCTGTAAACCTGCGCTACTTTTGCT
TCCGGACGCAAAAGTAACGATTTTAGCCATTAATTGAATTATTTAGGCGGGTCAAATCTGTACACTTGCTCTACTTTTGCA

* *kk kkk Kk *x * * *k kk hkkk * * Kk K * kK * KKk Kk Kk kK kKK

ACC-AGATAATTATTAAC--TTAACAAATAATCCATGTATTATGAAAACAATTC
ATCAGGAAAATTAATCAC--TTAACAAATAATCCCTGTATTATGAAAACAATTC
ATCAAGAAAATTAATCAC--TTAACAAATAACCCGTGTATTATGAAAACAATTC
GCAGAGAAATAGTAAAACT-TTAATAAATGAATCCTTTATTATGAAAGCAGTCC
GACGAAAGAATACGAAACT-TTAATAAACAAATCAT-TATTATGAAAACAATCC
GCAGGAAAAATCATAAACTCTTAATAAATAAATCCCTTATTATGAAAACAGTCC

* ok * * *kkk kKK * * *khkrxkkhkhkkkhkk kk *x *

HTCS Man-1(BT2628), HTCS Man-2 (BT3302), HTCS Man-3 (BT3786) regulons

BT2629
BACOVA 03629
BT3784

BT2629
BACOVA 03629
BT3784

CGGAATATAAGTAAAGCTCCGTGCCAGAGTAGTTAATTTCAGCGACAAGAGGCGATTTAGCCCCTCTATTACTAGAAGC-AC
CAGAATATATGTAAGAATGCGTGCCAGTTTGGTTAATTATAGCGCCACAGGGCGATTTAGTGTTTCGACTTCCGGTAGCGGC

CGGAATATAAGTAAAGTTCCGTGCCAGAGTAGTTAACTTCAGCGACAAGAGGCGATTTAGCCCCTCTATTACTAGAAGC-AC
Kk kkkAkKkAkKk kkkk * kkkkkkkx * kkkkk * *kkk k% * Kk Kk k Kk ok ok ok ok **x ok x ok * Kk koKk *

ATTCCTTTTCTCCCTATTTTCGTCGTAGAAATTATTTTCAAATCTATAAATTCATTTGTTCATGAAAACACATTTTT
ATTCCTTTTCTCTCTATTTTCGTCACAGAAACTAATTTTA--TTCATAAATTCATTTGTTCATGAAAACACATTTTT
ATTCCTTTTCTCCCTATTTTCGTCGTAGAAATTATTTTCAAATCAATAAATTCATTTGTTCATGAAAACACATTTTT

khkrxhkkhkkhkhkhkkhkrk *hkkhkrkkkkhkxkh*k *Ahkkkk Kkk KkAkk Kk * kAR Kk Ak kA kkhkkhkrkrhhkhkhkkhkhkkhkhkkhkkkhk



HTCS_le—l
BACCAC 0055
BfaeM 1878
BT2818

BSIG 1832

BACCAC_ 0055
BfaeM 1878
BT2818

BSIG 1832

BACCAC_ 0055
BfaeM 1878
BT2818

BSIG 1832

HTCS_Ogl-2
1

BT4135
11 14 01691

BT4135
1.1 14 01691

BT4136
1.1 14 01692

2)
BT4136
1.1 14 01692

BT4136
1.1 14 01692

BT4136
1.1 14 01692

(BT 2826) regulon
TAGCATTTTGTGCACCTTATTTGGAGAATATTGCACATCTGTTTTCCACACCTCATCTAACTTTGCAGTATTGTTAAAAGCC
TAGCTATTTGTGCACCTAATTTGGTGAATATTGCACGTCCATTTTTCACATCGTCCCTAATTTTGCATCATCATTAAAAGAT
TAGCTATTTGTGCACCTAATTTGGTGAATATTGCACGTCCATTTTTCACATCACCCCTAATTTTGCATCATCATTAAAAGAT
TAGCTATTTGTGCACCTAATTTGGTGAATATTGCACGTCCATTTTTCACATCACCCCTAATTTTGCATCATCATTAAAAGAT

* ok ok ok Ahkkkkkkkkhkkk HFhkkkhkkhk *,hkkhkkkkkkkdkk *x *Kkkk kkkKx Kk *hkkk kA Kkkkk * % * Kk kk ok kK

ACAAATCCATTAATTGTTGACCTTACTTCAAATGAAGCAGA-——————— TTATTAACTTAACATATTAT-————————————
A-—————-— ATGAA--GTTAACCTTATTGCACAT-AAGCAAAGGATATATTTAGAAACTGAAGAGAGAATAAAGAGAATAAAA
A-—m———— ATGAA--GTTAACCTTATTGCACAT-AAGCAAAGGATATATTTAGAAACTGAAGAGAGAATAAAGAGAATAAAA
A-—-————- ATGAA--GTTAACCTTATTGCACAT-AAGCAAAGGATATATTTAGAAACTGAAGAGAGAATAAAGAGAATAAAA
* * Kk Kk *k khkk KAkhkkkikkk kK Kk kk kkkkk K * Kk Kk kkhkkk Kk Kk Kk * K

————————————————————————————— TAATCT---TTCATTATTAACCTAATTAAATTAAACAGTATGAGAAACGCG
GTCACCCCCCAATCCGGTTGACCTAACTATAAACTAAATATATTATTAACCT-ATCAAATTAAACAGTATGAGAAACGCG
GTCA-CCCCCAACCCGGTTGACCTAACTATAAACTAAATATATTATTAACCT-ATCAAATTAAACAGTATGAGAAACGCG
GTCA-CCCCCAACCCGGTTGACCTAACTATAAACTAAATATATTATTAACCT-ATCAAATTAAACAGTATGAGAAACGCG

* kK KK * khkrkhkkhkhkkhkhkkhkkx Khkxk KAk khkhkkhkrhkkhkhhkhkkhkrhkkxkkxk*x

(BT4137) regulon

AAAAATTTAATTAACCACAAGATTCATGCTTATTGAAAACACAAGAATGAATTGTTAACACTTTTAATTTCTATGATTAATG
AAAAATTTAATTAACCACAAGATTCATGCTTATCAAAAACACAAGAATGAATTGTTAACACTTTTAATTTCTATGATTAATG

khkhkhkhkhkhkhkrhkrkhkrhkrhkrkrrkrhkhkhkhkhkhkhkhkhkhhkk hhkhkrkkkrxhkhhkhkhhkhkhhkhkhhkhkhhkhhk A rhkdkrhkhkhkhkdkrhkkhkhkrkkhkkx*x

AAAAACAAAATAGTGGTGGAAGAATACTACAAATATTAATCCTGTTTTGTTTGTATGGTATGTGTTTTACTCCACT
AAAAACAAAATGGTGGTGGAAGAATACTACAATTATTAATCCTGTTTTGTTTGTATGGAATGTGTTCTACTCCACT

khkhkhkhkhkhkhkhkhk dhkhkhkhkhkhhhhkhhkhhhhkhhhk dhkhkhhhhkhhkhhkhhhhkrkhkrkhkrkhkrhrdx hhkhkhkhkhkhk hhkhkhkhkhkhkhkk

TAATTAGTGATTTTTGAAAATAAATTAGTGATTTTTGAAACATACTGCACCATTCATTCTCCTACTTTTGCAGCACACATCA

GAATTAGTGATTTTTGAAAATAAATTAGTGATTTTTGAAACATACCGTGTCCTCCATTCACCTACTTTTGCACAAAACAATT
kkkhkhkhkhkhkhkhhhhhhhkhkhhhkhhkhkhkhhhhhhhhkkhhkkkxxrxx * * ok kkkkk kkkkhkhkrAX A kKK ok Ak K

AGTTGAATAAATACTCTATAATACATATGAAAAGATTTACACTATTAAATGACCTATCATTTTTCAATTTTTACGATTTGCA

AATCGATTTATTA-——-—- AGTATTTATGAAAAAACACAGCCGACATACAAACC--——————=—=~ ACATTTATAGTTCTCA
* *x k*k *x k* K** * k) *kkhkkhkkkkk K * * K * * k% * * Kk kK * % * %
TTTTCTCTGGATACGAAATA-—————————————— TGCAAATAAG-—-——--— AACTTAACATTACCCCAAAAATTCCACTAT
TACTTCTTTGAGATCAATCACCATAACACTATTATTATATATAGGTTTACCAAACTTAACAC--CCCCCTAAGTTCCACGAC
* * * kkx % * * * * *x kKK Kk KKK KK KK KK * kK k *k KKKk KKkK K

CTAGCGGCATTG--—--—- GTGCTGGATAGTGGAAATTTTCTCCTAAAAATAGCAATTTCAATTAATACTATGACC--TATG
-—--CGGCACCGTCTGACAGTGTCGGCTAGTGGTAACTTATTTAT - ———————— TATTAAAATTAACACCATAAGCATTATG

* K x k % * * % % * Kk kkkk Ak KAk kK * * * K x *Ahkkkkk Ak Ak Kk K * % k%

HTCS_Pga (BT4973) regulon

BT4672
BACOVA_ 05493
BACFIN_ 00640

BT4672
BACOVA_ 05493
BACFIN 00640

HTCS_Rgu-1
1)

BACCELL 03119
BACSTE_03304
BACEGG_00863
BT4108
BACOVA_ 04900

BACCELL 03119
BACSTE 03304

BACEGG_00863

BT4108

BACOVA 04900

AGGCATTTTAGGGCTTTTCGTCCTATTTTTATCCTTATATGTCCAATCTGTGCTTTTATGAAAATGCCAGGCAGTCTATCTT
AGGCATTTTGGGGCATTTCGTCCTATTTTTATCCTTATATGTCCAATCTGTGCTTTTATTGAAATGACCAATAAATTACTTT

GGGCATTCTAAAGCATTTCGTCCTATTTTTATCCTTATATGTCCAATCTGTGCTTTTACCTGATTTACCAATAATTTACCTT
Kkokokokkx ok Kok kkkkkkkkhkhkhkhhhkkkkkkxdhhhhhhhhhhkkdhhhx kX &k k * Kk x * *k  kk

TGCCGCTATCAACAAACCACTAAATTTGATAGCATGAA
TGTTGCTGTCAATAAACCGATAAATTTGATAGCATGAA
TGTCACTATCAATGAACCGATAAATTTGATAGCATGAA

* % *x  kx kK * K x Kk Ak kkhkkArkk Ak khhkkkk

(BT4111/BT4124) regulon

GAAAATAAATAATGCACCTTTTCAGTCGAAAAGTACACAACGCTTTAGGTGAGAACCGCTATCTTTGTCACATTACTTAAT
—-AAATCAAAAAATGCACCCTCTGCGCCAAAAAGTGCACAGGTGTTTGGAAAGAAACATCTACTTTTGTTTCGTGAAAAATT
-AAATCAAAAAATGCACCCTCTACGCCAAAAAATGCACAGAGGTTTGGAAAGAAACCTCTACTTTTGTTTCATGAAAAACA
—-AAAACAAAAAATACACCTTCTTAACTAAAAAATCCCACTCTGTTTGGAGGAAATACACTACTTTCGTAGCATGAAAAAAT
-AAAACAAAAAATGCACCTACTTGACTAAAAAATCCCACTGGGTTTGGAGGAAAAACACTACTTTCGTACCGTGAAAAAAG

* K % *kk kkk *kkx * *kkk * *x * kK K * * K x * Kk kK * *x % *

ATAATCTAT-ATACCTAAAAACAAGAACAGAATGATGAACAATCTGCTTTGTAA
ATAAGGTCTAATACCCAAAAAGAACAACTACATGAAAAAGAACTTTATTTGTAA
GTAAAGTCTAATACCAAAAAAGAACATATTCATGAAGAAGAACTTTATTTGTAA
AGCATGTATAAT-CCTTAAAACAATAAAC-CATGAGACGAAGCTCTTTTTATAA
ACTATGTTGAAT-CCTTAAAATAACAAAC-CATGAGACGAACTCCTTTTTATAA

* * **x Kk x *kxk kk ok * Kk k * * kK Kk k



2)

BT4114

BACOVA 04911
BACCELL_ 03135
BACEGG_00870

BT4114

BACOVA 04911
BACCELL 03135
BACEGG_00870

3)

BfaeM 07678
BT4116

BSIG 2528

1 1 14 01671

BfaeM 07678
BT4116

BSIG 2528
1.1 14 01671

4)

BfaeM 07703
BT4119

BSIG 2525

1 1 14 01674

BfaeM 07703
BT4119

BSIG 2525

1 1 14 01674

BfaeM 07703
BT4119

BSIG 2525

1 1 14 01674

5)

BfaeM 07723
BSIG 2521
BT4123

1 1 14 01678

BfaeM 07723
BSIG 2521
BT4123

1 1 14 01678

BfaeM 07723
BSIG 2521
BT4123

1 1 14 01678

----GAAAAACAAAAAATACTATCGTAAAAACAAATATTACACATCCCACAAGCCCCAAAAACATAATTTTGCACCAGTGA
AACTAAAAAACAAAAAATACGAGGTGAAAAACAAATATTGCACATCACTATATCTTCATTCTCATACTTTTGTAGCGATGA
---TAAATAACAAAAAATACCACCCTAAAAACAGATATTACACATATATATTTTCACATCCCTATACATTTGCAGCAACGA
---CAGATAACAAAAAGTACCAACCTAAAAACAAAAATTACACATCTACTTTTTCATATCAATTTACATTTGCAAAAAGGA

* kkkkkkkk kkk * *Ahkkkkkk Kk hkhkk khkkkx * * * * Kk k Kk Kk * %

G--AACTCTAAGAGTGGACACACTCGAATATTAATAA-——---— TCTAAT--ATAAAAGAACAAAAGATGCCTAAAGGAATG
ATGAACTCTCATCGGGATTTTTATGAAATATCAAACAACAACCATTAATTAATAAACATGCAAAGAATGTCTAACAAAGTG
ATTAACAGTGTGCCCGAACACACATAACGAA-AAAAAATCATACTTAATTAAT-AACATGCAAAGAATGTCTAACAAAATG
GTTAACAATGTGTAGAGAAACTCATCTGAAT-GAGAAACACTTTTTAAATCATAAATATGCAAAGAATGTCTAA---AATG

* K % * * * * * Kk x * Kk kK * Kk Kk K kkk Kkkk * k%

CCGAATCTAATAACAAAAAATACAATGTGAAAAACAAATATTGCACACCTGGATATTTTCTTCGTTATACATTTGC-CCCA
TTGAATCTAATAACAAAAAATACAATGTGAAAAACAAATATTGCACACCGACGTCTTTTCTTCCCTATACATTTGCAACCA
TTGAATCTAATAACAAAAAATACAATGTGAAAAACAAATATTGCACACCGACGTCTTTTCTTCCCTATACATTTGCAACCA
TTGAATCTAATAACAAAAAATACAATGTGAAAAACAAATATTGCACACCGACGTCTTTTCTTCCCTATACATTTGCAACCA

Ak khkhkk A hkkhkhkhhhkhkhkhkhkhkhkhhkdrkhkdkrkrrdhhkhkhkhkkhhkhkhkkhhkxkxx * KAk Kk Kk Kk Kk kK khkkhkkkKkkKkk*k * Kk Kk

TAAAATGAACACAATATGTGAATACAACCCTATGAATAAAAAGACTAATGCCATGAATAAA
TATAATTAACACAATACGTGAGTACAACCC-ATATTTTAAAGAACTAATGCCATGAATAAA
TATAATTAACACAATACGTGAGTACAACCA-ATATTTTAAAGAACTAATGCCATGAATAAA
TATAATTAACACAATACGTGAGTACAACCA-ATATTTTAAAGAACTAATGCCATGAATAAA

*k kkk kkkkkhkkkhkkx khkkk kkkkkkk * K * ok k ok *hkkkkhkkhkhkkkhkkkhkkkk

TTTCTGTGATAAAATAGTGCACCTAAATGCTCAAAAAGTCCCCTCTCTTTGTATTTGATATAACTTACTTTGC-——-————~—
TTTTAGTGATAAAATAGTGCACCTAAACGCTCAAAAAGTCCCCTCTCTTTATGTTTTATATAACTTCTTTTGCACATATGA
TTTTAGTGATAAAATAGTGCACCTAAACGCTCAAAAAGTCCCCTCGCTTTATGTTTTATATAACTTCTTTTGCACATATGA
TTTTAGTGATAAAATAGTGCACCTAAACGCTCAAAAAGTCCCCTCGCTTTATGTTTTATATAACTTCTTTTGCACATATGA

* Kk Kk Khkkkhkhkkhkhkhkhkkhkhkhkhkhkhkrrkxhkkx *rkdhkhhkkhkhkhkkhkhkhkhkhkhxx K*xkkx *x **xk *hkxkkhkkkx%k * Kk Kk kK

AACAAAAAATAAGAACTATAAATCAGGAATATTAATGAATAAACATGAGATGATTCCTGTTTCAATTTTCCCCATGTTTTC
AACAAAAAATAAGAACTATAAATCAGGAATATTAATGAATAAACATAAGATAATTCCTGTTTCAATTTTCCCCATGTTTTC
AACAAAAAATAAGAACTATAAACCAGGAATATTAATGAATAAACATAAGATAATTCCTGTTTCAATTTTCCCCATGTTTTC

*kkKk Kk kk Kk *k kK Kk kK *x kK KX * K * K * K * Kk Kk

AACT-CTGATTTGTGCCTAACAGATGTTTTGTGAAAAGTATATAGTAAGATGTATTAACTTTAAATTAAGATGGATGAGAA

AACGATTGATTTGCATGTAACATAAGTATTG-—-—-—— ATTAGATAGTAATATGTATTAACTTTAAATTGAAATGAATGAAAA
AACGATTGATTTGCATGTAATATAAGTATTG-—---— ATTAGATAGTAATATGTATTAACTTTAAATTGAAATGAATGAAAA
AACGATTGATTTGCATGTAATATAAGTATTG-—-——— ATTAGATAGTAATATGTATTAACTTTAAATTGAAATGAATGAAAA
* K * * kK ok k kK *kk Kk Kk Kk kxk Kk kk Kk kkkkk kkkkkhkkkkkkkrkkkhkkk *x Kkxk khhkkk kK

GAACGACTATTTTTTACTCCTTATCTATCAATATTTGAACTTAATGGTAGTGTACTTCCATTATTTTTGTTCCATTATTTT
AAATGACTATTTTTTACTCCTAATCTGTCAATAATTGAACTTAGGGGGAGTAGACTTCCATTACTTTTGTTCCATTACTTT
AAATGACTATTTTTTACTCCTAATCTGTCAATAATTGAACTTAGGGGGAGTAGACTTCCATTACTTTTGTTCCATTACTTT
AAATGACTATTTTTTACTCCTAATCTGTCAATAATTGAACTTAGGGGGAGTAGACTTCCATTACTTTTGTTCCATTACTTT

*k khkkkkhkhkhkhkhkhkhkhkhkhkhkkhk *rrk*kx *hkrkkhkk hhkhkhkhkhkhkkk * Kk kK%K khkAhkhkKkkhkhkk K,k kAkhkkAkhkkkhkhkk kkkk* )**%

TG —mm m—mm o TCGATAATATAA
TGCTTGTGAAATGGGAAAAACATATCAATGAAGATATGGATATTTCTGTAAGTAGT TATCAATAGGAACCCGATAARATAA
TGCTTGTGAAATGGGAAAAACATATCAATGAAGATATGGATATTTCTGTAAGTAGT TATCAATAGGAACCCGATAAAATAR
TGCTTGTGAAATGGGAAAAACATATCAATGAAGATATGGATATTTCTGTAAGTAGT TATCAATAGGAACCCGATAARATAA

* * *kkkhkkkk Kkkkk

ATTTTAAAAAGATGAATACACTTTTGA
ATAAAAAAGAGATGAATGGAATTTTGA
ATTAAAAAGAGATGAATGGAATTTTGA

ATTAAAAAGAGATGAATGGAATTTTGA
* % Kkk kxkkkkkk k kkkkkk



HTCS Rgu-2 (BT4178/BT4182) regulon

1)

BT4172
BACOVA 04967
BACPLE_ 00251

BT4172
BACOVA 04967
BACPLE 00251

2)
BT4174
BACOVA 04973

BT4174
BACOVA 04973

3)
BACOVA 04950
BT4151

BACOVA 04950
BT4151

BACOVA 04950
BT4151

4)
BACOVA 04974
BT4175

BACOVA 04974
BT4175

Crp (BT4338)

BT0356

BACOVA 01715
BACUNI_01357
BACEGG_01536
BACCELL_05604

BT0356

BACOVA 01715
BACUNT_01357
BACEGG_01536
BACCELL_ 05604

Crp (BT4338)

BACCELL_04758
BACUNI_00695
BACSTE_01380
BACEGG_02642
BF2354

BT0791

BACOVA 02532

TTTGTTGAACAAATATCCATTTAAATGAATGATATTCTATTTATCATTCGGGTGGTATTTTCTAATTTTGTGATGTGAAAC
ATAGTTGAACGAATCGCCATATATATGGATAATATTCTATTTCTTAATTGATCGGCTCTCCCTACCTTTGTAAGGTGAG-—

--—-TTATACAAATTTACAGCAACATGTACAATACTCCAGTCCCTAAGACAGAAGCTTTCCCGTACTTTGTAAAATGAT -
*k  kk kkk *% * kkk Kk kkk kk Kk *x * * * % Kkkxk Kk kokk

CATTGAGAATGTTCCTTATAATGGAACTCCTTATCCTAAATTAGCATATGAAAAGCATAT

——————— A---TAGCA---AATATAC-------—----—----—-ATATGAAAAAACTCT
——————— TATTTTTCC---AATAAAA———-————--———---———-CTATGAAGAAACTGT
* * * K % * *hkhkkkk k * %

TTTCCGAAGGCATTATGGACAAATTTAAATACTTGTGGACAATATTCCATTGAAGAGGAAAAAAGATTCCCCTATCTTTGC
TTTTCTGTCGTCTCGTGAACGAATTTAAAGACATTTGCACGGAAATCCATTGAAAAAGAAAAGAACGTCTCTTACCTTTGC

* Kk Kk K * * *k kk kkkkkkkk *x * *kk k% *k khkkkrkkhkk Kk Kxkkkk K Kk kK kK kkKkkkK

CCGTGAAATCAATTATAGTAGCTAATTTTATTTATAAACAGTTTTTATACCATGAAGAAATTACTCCTCTCA
CATAGAAATTAGTATAAACAGCAAAT--TAATAAAACAGAACTATTGTACCATGAAGAAACCACTATTCTTA

* *kxkk Kk *x * * Kk Kk Kk Kk *k ok ok kK Kk X * kk Khkkrkkhkkkhkkkk * % %k *kk *

AAGAGCATGGACAATATTTCAAATCCATGTAGTTTTGTACACGAACGCTTTTAGATGTCCATTTTGATACAATATTCTATGT
ATGATGATGGAGATATTATCATATTCATGTAGTTTCGTACACCAACCGCCATAAAAGCCGTTTTTGATACAATATTCTATGT

* kK *hkkkk *x * kkhkk *k *rxkkhkkkhkkk kkhkkkkx Kxxx *xk Kk Kk * R R I b e I b b 2b S b S I b S b b

ATCTGTACATCTTTCTATTTACTAAACCCTTAAAAAGCTCTACTTTAGCGGCAGATTTTAAAAAG-AATGAAAAACATATCA
ATCTGTACATCTTTCTATTTTATAGATTACTCAAAAGCTCTACTTTAGCAGCAGATTTTTAAACGTAGTGGAAAACATATCA

KAk KAAk kA kA kA kA hk Ak kA kkx %k * k) K Kk Ak KAkAkAKhAkAkAkAhAkAA kA  KAhkhkkhkhkkhkkhkkk kAkhkk Kk Kk kk Ak kkkAkhAkkkhkkKk

ACTCTATATATCATGAAACGACTTTTAGTAAGTATTGCTATCGTATTT

ATTCTACATATCATGAAACAACTTTTAGTAAGTATTGCCATTGTATTC
kKKK K kkkkkkkkkkkk khkkkkkkkkkkkkhkkhkhkk Kkk kkkkk

TACGTCTAATGATGATTTCTACATATATCTGTACAATATTCTATTTTATCAATGGGCTGCGTCCTTTACTTTTGT——— -~ G-
--GTTAAAAAGGCAATTTATACATAGATTTGTACGATATTCTATTTTATGGGTAGACCATATCGCTTACTTTTGCACGACGT
* *x ok khkkk khkhkkkk kkx K K%k khkhkkkk kkhkkkkkkkkkxkkx*k%k *x k% * % *kkkkKkk kK *
~-TTGTAA-—————————————- TTTGATTAATCGATAAAACTATGAAGTGCATAACTCTTTTTTTTAGTTTCT
TATTCTAAATATGATAAGAACACTTTGATTAAT -GATAAAACTATGAAATGTACAAGCATCTTTTTTAGTTTGT
* Kk Kk Kk khkkkhkkkhkhkkhkkhkk *hkhkkikhkrkrkrhkhkhkhkk kk * k% * kkkkkkkkkkk *

and AraR (BT0354) regulons

Crp AraR AraR
TTCTTATCCTTTTATGTTGCACAACATATAAGAGTGTATTTGATACACCAAACAAAAGTGTTACTTTTACACCCAARA
TACA---CCATTTATGCTGCACAACATATAAGAGTGTATTTGATACACCAAACGAAAGTGTTACTTTTACACCCAAAR
TTTCTTGACACTTATGTTGCATAACATATAAAAGTGTACAGCCTACACTAAAGAAAAGTGTTACTTTTACACCCARAG
TTTTTTTTCTTTTATGTTACATAACATACAAAAGTGTATATATTACACCAAATAAAAGTGTTACTTTTACACCCGAAR
TTTTTTTACTTTTATGTTACATAACATATACAAGTGTTACTAATACACTCAATAAAAGTGTTACTTTTACACCCAAARA

* * *kAhkKkKkk Kk kk kkkkkKk K *kkkk * Kk Kk k% * % khkkhkkkhkkkhkkhkhkkhkkkhkkk **x

TAAGATAAGCATCTCATTTACATTAAAAATAAAACCATGAAAAAACATTTTCTAATTGCAGGAATTGCCGCGCTGAT
TAAGATAAGCATCTCATTTACATTAAAAATAAAACCATGAAAAAACATTTTCTACTTGCAGGATTTGCCGCGCTGAT
AAAGATAATCATCTCATTTACATTAAATACAAAACCATGAAAAGACATGTTCTACTTGCAGGAATTGCCGCAATGAT
TAAGATAAGAATCTAATTTTCAAATTAAATAACACCATGAAGAATCACATTCTTATTGCCGGAATAGCTACATTAAT

TCGGATAATTATCTCATTTACATTTAAAATAGAACCATGAAAAACAGTTTTCTACTTGCAGGAATTGCCGCACTGAT
* kK kK Xk KKk Ak k K KKk * X % *kkkkkkk *x * %k k% *kkkk kkk *k k% * * k%

and XylR (BT0791) regulons
XylR XylR

-CTTCACTCTTATTGTACTTCCTACAATTACCTGATTCTTCCGTTTATCAACAATACATATTGTACTTTCAACGATAAGGCCGT
-CTTTCTCCTTATTGTACTTCCTACAATTAGACCTCTTGTATATTCTTGTAAATTACATATTGTATTCCATACGATAACAACTG
-CTTCATAGTTATTGTATCTGCTACAATTACCCTTGCTGA-GACGGATTTAAATTACATATTGTATTTTATACGATAACACAAT
-GTTTATAGTTATTGTGCCTATTACAATTACAACAATGGAACTTT-ACTTAAATTACATATTGTATTTTGTACGATAACACAAC
-TCCCCGGCTTTCTGTACTTTCTACAATTACTATCGTTCACCGAGGGTAGAAA-TACATATTGTTATCGATACAATAAGATGAA
TCATTCCGCTTTTTGTACTTTATACAATTAC--TCGTTGCCGGAACGGGTAAAATACATATTGTAATTCAGAAGATAACACTAA

TCCATCTAGTTTTTGTACTTTATACAATTAC--TCACTCGCGGAAATACTAAAATACATATTGTAATTCGTAAGATAACACTAA
*k  kkk *  kkkkkkkk * x kxkkkkkkkk ok *  kkkk



BACCELL_04758
BACUNI 00695
BACSTE_ 01380
BACEGG_02642
BF2354

BT0791
BACOVA_ 02532

BACCELL 04758
BACUNT_00695
BACSTE_01380
BACEGG_02642
BF2354

BT0791

BACOVA 02532

Crp (BT4338)

BT1272
BACOVA_ 03849
BVU 1374
BACDOR_ 02265
BF0210

BT1272
BACOVA_ 03849
BVU 1374
BACDOR_ 02265
BF0210

Crp (BT4338)

BT4338

BACOVA 05152
BACUNI_ 04721
BACCELL 03476
BACEGG_01340
BACSTE 03515
BF0954
BACCOPRO 01276
BACPLE_ 02167
BVU 3580
BACDOR_01607

XylR Crp
GTTTTGATATTGTAAAATGTACGATATCTATCATATTGGAAAATAGTGCTTTATAACATAATAGAAATTAAGTTTTATGCGCTT
AAAATGATATTGTATAAAGTAAGATATGTATTCAGTTGAAAAATAATGCTTTATAATATTATAAAAATATTCTTTTCCTTTATT
AAGATGATATTGTAAGATATACGATATGTATATATTTGAAAAATAATGCTTTATAACATTGTAAAAATATCCTTTTTACTTATT
AAGGTGATATTGTAAAAGATATGATATGTATTTGTCTGTAAAATAATGCTTTGTAACATATCAAAAATATTCTTTTCGCCTATT

TACTCCTTAGTGTAAAATTTACGATATGTATATATATGAAAAACAATGCTTTATAGCATATTA-—————— TTTATTTGTTTACC

GTACTCATATTGTAGATTGTATGATATGTATATCTATGAAAAACAATGTTTTATAGCATGTCA-———— TTTGTTATTGTTC---

CTATTCATATTGTAGAATGTATGATATGTATTTATATGAAAAACAATGTTTTATAGCATGTTTCTTATTTTGTTTTGATGGTTT
*k kkkk *k kkkkk Kx% kk khkkxk K Kk kkxk Kk Kkk * ok

GTATATTCAAAAAACCTGTTTATATTTGCAGCG-CTTAAACA-TGGATATTATGCAAAACATGGAACATAAAACCCCATTAGC
GCAAATTAGAAAAACCTATTTATATTTGCAGCG-CTTAACGA-GATATATTATGCAAAACATAGAACAAAAAACGCCGTTGGC
GCATATTTGAAAAACCTCATTATATTTGCAGCG-CTTAAACG-AAAATATTATGCAAAACGTGGAACAAAATACGCCATTGGC
GCATATTCAAAAAACCTCATTATATTTGCAGCC-GTTAAACA-TAAATATTATGCAAAACATGGAACATAACACGCCATTGGC

GCATGAT----- AATATCTCTATATTTGCAGCA-ATCAAAGACTCAATATTATGCATGACATACCCAAACAAATCCCATTGGC
---GAATCATAAAGCGCCCCTATATTTGCATCGTATTAAAGA-AAAGGA-TATGCAAAGTATACAGAAAAAAGCACCCTTGGC
GTAG--—-—=——————— CCTCTATATTTGCATCGTCTTAAAGA-AATGTA-TATGCAAAATTTACAGAAAAATACACCTTTAGC

kkhkkkkhkkkkkkKkk Kk * Kk k * kkkkkk * * * *k *k k%

and FucR (BT1272) regulons

Crp
CCTCTTCG-GTTCGCCGAAGGGGATTTTTT--TTATTTCCTGCTATAGAACATATTAAAACAGTTCTCTACTTCTGAATAAATT
CCTCTCCG-GTCCGCCGGAGGGGATTTTTTTATTGTTTTCTGCTATAAAACATATCAAATTATTTATTCCGTTCAGAATAAAAT

TCTTCCGGAAATCGATATAGAAGCTTCGAT--—-—— TCTTGTGTTATAAAACATACCTTTTCATCTTGCTGTTTATGAATAAATT
TCTTCCGGAAATCGATATAGAAGCATCGAT--—-—-- TCTTGTGTTATAAAACATACCATTTTATCTTGCTGTTTATGAATAAATT
————————— AATTGCTTTGT--TCTCTGCC-—----TTTGATGTTGTATAACATACCATTTTATCTTGCTTATCCAGAATAAACT
* * ok Kk k kk kkkkk*k * * * *kkhkkkkkx K

FucR

TCTTTTCTTTGCAACAGCATAGCTCAGCACAGTCATTTATCTTATAACAGTATGAGACGAACTGAT----AAAAAGAAAACATT
GCCTTTCTTTGCATCAGCATAGTTCAGCATAGTGTTATTTATTTTTCGAATATGAAACGAATTGAT ----AAAAAGGCAACATT
GCATTCCTTTGCATCGGGACAGTTCAGCACAG---TTTGCATTGTCCGCGTAAAACCTTAAACAGTTC--ATGAAAGTTACCTT
GCATTCCTTTGCATCGGGACAGTTCAGCACAG---TTTGCATTGTCCGTGTAAAACCTTAAACAGTTC--ATGAAAGTTACCTT

ACCTTTCTTTGTATCATGATAGTTCAGCATAGCTATCTACAAT-——-- TAAATAACCTTTATTGATACGTATGAAAATAACTTT
* Kk kkkkk Kk * * k*kk kkkkkk %%k * Kk * * * * * * * % *%k k%
regulon
Crp

TTCGTTCATTTTCTCATTTTTTCTTTCTACTTTTGTGCTGTATAACACAGTTTTGTAGCA--CCCATGGTAAAAATGAACATGT
TTCGTTCATTTTCTCATTTTTTCTTTTTACTTTTGTGCTGTATAACACAGTTTTGTAGCA--CTCATGGTAAAAATGAATATGT
TTTGTGCAATATTTAATTTTTTCTTTTTACATTTGTGCTGTATAACACAGTTTTGCAGCA--GTTATGGTAAAAGTAAACTTAT
TTTGTGCAATATTTAATTTTTTCTTTTTACATTTGTGCTGTATAACACAGTTTTGCAGCA--GTTATGGTAAAAATGAATTTGT
AATGTATCATTTTTAATTTTTTCTTTTTACATTTGTGCTGTACAACACAGTTTTGCAGCA--TTTATGGTAAAAATAAACTTAT
AATGTGTCATTTTTAATTTTTTCTTTTTACATTTGTGCTGTACAACACAGTTTTGCAGCA--TTTATGGTAAAAATAAATTTAT
ACTATTCTGTTTTTCATTTTTTCTTTCTACATTTGTGCTTTATAACACAGTTTTGCAACA--GATATGGTAAAGATGAATTTGT
AAAAAGTCGAATTTCATTTTTTATTCCTATTTTTGTGCTTAATAACACGATTTTGTAACA--CTTATGGTAAAAAAGGAATTAT
AAAAAGAATATTTTCAATTTTTCTTCGTACCTTTGTGCTTAATAACATGGTTTTGGAACAT-TTTATGGTAAAAAAGGAATTAA
TTCGTCC----TTTTATTTTTTCTTCTTATATTTGTGCTCTATAACACGGTTTTATAGCACGTTTATGGTTAGAAAAGAATTAT
TTCGTCC--—--TTTTATTTTTTCTTCTTATATTTGTGCTCTATAACACGGTTTTATAGCACGTTTATGGTTAGAAAAGAATTAT

* x ok kkkxkkx Kkx * % * Kk ok ok ok k koK * Ak Kk Kk * Kk K * k% *kkkk * * *




