o]

purine/pyrimidine frequencies

number of MRNAs

bits

AorG mTorC

100%
90% 1
80% 1
70% 1
60% 1
50% 1
40%
30% 1
20% 1
10% 1

region for ribosome binding site

0%

5'-UTRs relative to start codon (nt)

-20'-19 -18 -17 -16 -15 -14 -13 -12 -11-10 -9 -8 -7 -6 -5 -4 3 -2 -1

—————
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spacer length
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