Additional file 15, Table S12: Comparative analysis of essential competence genes from S. pneumoniae TIGR4.
	Gene name
	S. pneumoniae TIGR4 locus1
	GenBank Accession #
	Length of protein
	C232 locus
	HSP2 length
	PID3

	comX1
comX2
	SP_0014
SP_2006
	AAK74207.1
NP_346433.1
	159
159
	SCRE_0016
SCRE_0287
SCRE_1735
	160
160
160
	53.0
53.0
53.0

	comW
	SP_0018
	NP_344570.1
	80
	_
	_
	_

	comA
	SP_0042
	NP_344591.1
	717
	SCRE_0559
	713
	65.1

	comB
	SP_0043
	NP_344592.1
	449
	SCRE_0560
	442
	33.9

	comE
	SP_2235
	NP_346642.1
	250
	SCRE_1893
	245
	70.6

	comD
	SP_2236
	NP_346643.1
	441
	SCRE_1894
	376
	48.1

	comC
	SP_2237
	NP_346644.1
	41
	SCRE_1895
	48
	35.4

	celA/comEA*
	SP_0954
	NP_345435.1
	216
	SCRE_0788
	NA
	NA

	celB/comEC
	SP_0955
	NP_345436.1
	746
	SCRE_0789
	747
	53.9

	coiA
	SP_0978
	NP_345459.1
	317
	SCRE_0592
	314
	53.2

	dprA, dalA, cilB
	SP_1266
	NP_345730.1
	286
	SCRE_0874
	280
	75.7

	cclA, cilC
	SP_1808
	NP_346241.1
	219
	SCRE_0451
	212
	57.1

	ssb
	SP_1908
	YP_873936.1
	131
	SCRE_1656
	131
	84.0

	recA
	SP_1940
	NP_346368.1
	388
	SCRE_1796
	386
	88.1

	cglG, comGG, comYG
	SP_2047
	NP_346471.1
	137
	SCRE_1683
	100
	43.0

	cglD, comGD, comYD
	SP_2050
	NP_346474.1
	134
	SCRE_1686
	127
	56.7

	cglC, comGC, comYC
	SP_2051
	NP_346475.1
	108
	SCRE_1687
	102
	66.7

	cglB, comGB, comYB
	SP_2052
	NP_346476.1
	290
	SCRE_1688
	289
	68.9

	cglA, comGA, comYA
	SP_2053
	NP_346477.1
	313
	SCRE_1689
	313
	75.7

	comFB
	SP_2207
	NP_346618.1
	220
	SCRE_0443
	218
	47.2

	comFA
	SP_2208
	NP_346619.1
	432
	SCRE_0442
	428
	70.3



* comEA, truncated in all SCP but full length genes are found in SCC, SI and SA. 1Locus tag for S. pneumoniae TIGR4 as identified by Peterson et al., 2004 [74]; 2HSP: Percent coverage of protein from SAG compared to best match in NCBI database using BlastP ; 3PID is equal to the percent aa identity for the best match using BlastP from NCBI 





