
Table S1: Genes cluster identified for the degradation of aromatic hydrocarbons 
[image: ](+ present; - absent)








Table S2:  lin genes copy number within the Sphingobium genomes 

	
	linA
	linB
	linC
	linDER
	linF
	linGHIJ
	linKLMN

	IP26
	1 
	1 
	1 
	1 
	1 
	1 
	1 

	HDIPO4
	1 
	2 
	1 
	2 
	2 
	1 
	1 

	RL3
	1 
	1 
	- 
	3 
	1 
	- 
	1 

	P25
	1 
	- 
	- 
	- 
	1 
	- 
	1 

	DS20
	- 
	- 
	- 
	- 
	- 
	- 
	1 

	LL03
	1 
	- 
	- 
	1 
	1 
	1 
	1 

	B90A
	2 
	1 
	1 
	1 
	1 
	2 
	1 

	UT26S
	1 
	1 
	1 
	1 
	1 
	1 
	1 

	SYK6
	- 
	- 
	- 
	- 
	- 
	- 
	- 
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Aromatic hydrocarbons

HCH Phenol/

Toluene

Anthranilate Homogentisate Chlorophenol Lignin Others

SYK6

- - - - - +

p-hydroxybenzoate, Quinate, Catechol, 

Aromatic amincatabolism, benzoate, 

salicylateand Gentisare

DS20

- + + + + +

p-hydroxybenzoate, Quinate, Catechol, 

Aromatic amincatabolism and 

Gentisare

B90A

+ + - - + -

Salicylate, Quinate, Gentisareand 

Catechol

UT26S

+ + + + + -

Benzoate, p-hydroxybenzoate, 

Quinate, Catecholand Gentisare

LL03

+  - + + - -

Salicylate, Quinate, Gentisareand beta 

ketoadipate

RL3

+ - - + - -

Benzoate, p-hydroxybenzoate, 

Quinate, Catechol,  Salicylateand 

Gentisare

F2

+ + - + + -

Quinate, Catechol, p-hydroxybenzoate

and Gentisare

P25

+ + - + - -

Cresol, Gentisare, Salicylate, Quinate

p-hydroxybenzoateand Catechol

HDIPO4

+ + - + + -

Quinate, Catechol, p-hydroxybenzoate

and Gentisare

IP26

+ + - + + -

Quinate, Catechol, p-hydroxybenzoate

and Gentisare


