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	PFC0150w
	hypothetical protein, conserved (1171 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
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	PKG
	cGMP-dependent protein kinase 1, beta isozyme, putative (853 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.958
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	PF14_0681
	diacylglycerol kinase, putative (488 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.948
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	MAL8P1.153-1
	hypothetical protein, conserved (2577 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.917
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	PFC0995c
	diacylglycerol O-acyltransferase, putative (653 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899
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	PFL1565c
	hypothetical protein, conserved (959 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.863
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	RhopH2
	High molecular weight rhoptry protein-2 (1378 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861
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	PFE1130w
	hypothetical protein, conserved (483 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861
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	PFE0440w
	hypothetical protein, conserved (3134 aa)
	 
	 
	 
	•
	 
	 
	 
	•
	0.861
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	PF13_0086
	hypothetical protein, conserved (477 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861
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	PF10_0342
	hypothetical protein (561 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861
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	PFC0250c
	AP endonuclease (DNA-(apurinic or apyrimidinic site) lyase), putative (617 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
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	PFF0670w-1
	hypothetical protein, conserved (4095 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960
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	PFA_0285c
	hypothetical protein, conserved (832 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960
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	PF14_0533-1
	hypothetical protein (1374 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960
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	Pf92
	cysteine-rich surface protein (796 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960
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	PF13_0327
	cytochrome c oxidase subunit 2, putative; Cytochrome c oxidase is the component of the respirat [...] (228 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960
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	MAL13P1.215-1
	hypothetical protein, conserved (315 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.948
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	PFI0160w
	hypothetical protein, conserved (3135 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.935
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	cyc-2
	hypothetical protein, conserved (2281 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.917
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	PFE0235c
	hypothetical protein, conserved (5639 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.913
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	PF13_0095
	DNA replication licensing factor mcm4-related (1005 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.911
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	PF11_0386
	30S ribosomal protein S14, putative (172 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.901
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	PFF0720w
	hypothetical membrane protein, conserved (1096 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.897
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	PfPDI-9
	protein disulfide isomerase, putative (515 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.863
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	PFI0565w
	hypothetical protein, conserved (474 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861
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	PF13_0160
	hypothetical protein, conserved (302 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861
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	PFL0350c
	hypothetical protein, conserved (2612 aa)
	 
	 
	 
	•
	 
	 
	 
	•
	0.861
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	PFF1470c
	DNA polymerase epsilon, catalytic subunit a, putative (2907 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861
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	R17
	hypothetical protein, conserved (1070 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861
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	PFE1515w
	hypothetical protein, conserved (1419 aa)
	 
	 
	 
	•
	 
	 
	 
	•
	0.859
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	PFC0860w
	kinesin, putative (1200 aa)
	 
	 
	 
	•
	 
	 
	 
	•
	0.859
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	PFC0380w
	dual-specificity protein phosphatase, putative (575 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
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	PTPS
	6-pyruvoyl tetrahydropterin synthase, putative (173 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.797
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	PFD0505c
	protein phosphatase 2C (906 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.734
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	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.685
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	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.685
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	PF11_0396
	Protein phosphatase 2C (938 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.683
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	PRL
	protein tyrosine phosphatase, putative (218 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.679

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	Rab1b
	Rab1b, GTPase (200 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651
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	VPS16
	hypothetical protein, conserved (1032 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.637
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	PFC0805w
	DNA-directed RNA polymerase II, putative; DNA-dependent RNA polymerase catalyzes the transcript [...] (2457 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.610
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	PFC0375c
	splicing factor, putative (1386 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.547






4.
				Your Input: PF3D7_0310300
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	PFC0430w
	hypothetical protein, conserved (1146 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
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	PFI0165c
	DEAD%2FDEAH box helicase, putative (2536 aa)
	 
	 
	 
	•
	 
	 
	 
	•
	0.855
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	PFF1030w
	hypothetical protein, conserved (793 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.835

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF14_0156
	dimethyladenosine transferase, putative (381 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.819
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	PF11_0275
	hypothetical protein (1368 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.800
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	CCp2
	hypothetical protein (1617 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.800
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	PFE0245c
	hypothetical protein, conserved (2961 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.788
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	PF11_0418
	hypothetical protein (2275 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.780
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	PF14_0456
	hypothetical protein, conserved (1275 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.774
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	MAL7P1.15
	hypothetical membrane protein, conserved (4230 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.774
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	PFI1070c-1
	BRIX domain, putative (395 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.772
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		Your Input: PF3D7_0314400
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	PFC0595c
	serine%2Fthreonine protein phosphatase, putative (308 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
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	PF14_0064
	vacuolar protein sorting 29, putative (194 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.672
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	PF14_0614
	hypothetical protein (1502 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651
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	PF13_0222
	RNA lariat debranching enzyme, putative (575 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651
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	PFL0300c
	phosphoesterase, putative (304 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651
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	PfEF-1beta
	EF-1B (276 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFD0770c
	ribosomal protein l15, putative (220 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.647
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	PF14_0036
	acid phosphatase, putative (302 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.643
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	Rab2
	Rab2, GTPase (213 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.641
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	PF14_0280
	phosphotyrosyl phosphatase activator, putative (319 aa)
	 
	 
	 
	 
	•
	 
	•
	 
	0.605
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	PFA0515w
	phosphatidylinositol-4-phosphate 5-kinase, putative (1710 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.601
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		Your Input: PF3D7_0319200
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	PFC0850c
	hypothetical protein, conserved (906 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
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	PFE1055c
	hypothetical protein, conserved (518 aa)
	 
	 
	 
	•
	 
	 
	 
	•
	0.547
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	PF13_0263
	hypothetical protein, conserved (305 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.435
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	PF13_0042
	fork head domain protein, putative (561 aa)
	 
	 
	 
	•
	 
	 
	 
	•
	0.430
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	PF07_0097
	hypothetical protein, conserved (1422 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.419
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	PF11_0305
	hypothetical protein (634 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.417
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	PF11_0232
	hypothetical protein (851 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.414
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	PFL0310c
	eukaryotictranslation initiation factor 3 subunit 8, putative (984 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.411
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	PFF0165c
	hypothetical protein, conserved (1103 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.411
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	Prt1
	mRNA capping enzyme (617 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
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	Pgt1
	mRNA capping enzyme, putative (520 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.909
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	PFI1195c
	Thiamine pyrophosphokinase (400 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579
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	GAK
	adenylate kinase 1 (229 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.544
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	PFD0590c
	DNA polymerase alpha (1912 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.485
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	PFF1470c
	DNA polymerase epsilon, catalytic subunit a, putative (2907 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484
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	PF10_0362
	DNA polymerase zeta catalytic subunit, putative (2240 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484
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	PF10_0165
	DNA polymerase delta catalytic subunit; This polymerase possesses two enzymatic activities- DNA [...] (1094 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.481










		 





8.
		Your Input: PF3D7_0410300
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PFD0505c
	protein phosphatase 2C (906 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PfEF-1beta
	EF-1B (276 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.975

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFC0380w
	dual-specificity protein phosphatase, putative (575 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.734

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	RON4
	hypothetical protein (2966 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PfRON2
	hypothetical protein (2189 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.647

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PP1
	serine%2Fthreonine protein phosphatase, putative (304 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.641

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	GAP45
	gliding-associated protein 45, GAP45 putative (204 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF14_0545
	thioredoxin; Participates in various redox reactions through the reversible oxidation of its ac [...] (104 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0323
	calmodulin; Calmodulin mediates the control of a large number of enzymes and other proteins by [...] (149 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFE1360c
	methionine aminopeptidase, putative; Removes the amino-terminal methionine from nascent protein [...] (235 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.521

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF10_0150
	methionine aminopeptidase, putative; Removes the amino-terminal methionine from nascent protein [...] (517 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.511






9.
		Your Input: PF3D7_0413500
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	PFD0660w
	phosphoglycerate mutase, putative (295 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	ENO
	enolase (446 aa)
	 
	 
	 
	 
	 
	•
	•
	 
	0.962

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFI0160w
	hypothetical protein, conserved (3135 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PGK
	Phosphoglycerate kinase (416 aa)
	 
	 
	 
	•
	 
	•
	•
	 
	0.959

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFC0435w
	hypothetical protein, conserved (1294 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.944

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	GAP50
	acid phosphatase, putative (396 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.935

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFB0190c
	hypothetical protein (2295 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.925

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF14_0341
	glucose-6-phosphate isomerase (579 aa)
	 
	 
	 
	 
	 
	•
	•
	 
	0.911

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF11_0208
	phosphoglycerate mutase, putative (250 aa)
	 
	 
	 
	 
	 
	•
	•
	 
	0.910

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFL1160c
	hypothetical protein, conserved (192 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.909

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	SERA-6
	cysteine protease, putative (893 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	MAL7P1.17
	hypothetical membrane protein, conserved (3559 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	ABRA
	Merozoite Surface Protein 9, MSP-9 (743 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	PFL1870c
	sphingomyelin phosphodiesterase (393 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.859

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	cyc-2
	hypothetical protein, conserved (2281 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.859

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	PFI0975c
	hypothetical protein, conserved (3381 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.859

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	PF14_0380
	hypothetical protein (1014 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.859

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	Pf92
	cysteine-rich surface protein (796 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.857

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	RhopH2
	High molecular weight rhoptry protein-2 (1378 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	PF13_0299
	hypothetical protein, conserved (964 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	PF14_0681
	diacylglycerol kinase, putative (488 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.849






10,
		Your Input: PF3D7_0515900
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	PFE0795c
	nif-like protein, putative (328 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFE0225w
	3-methyl-2-oxobutanoate dehydrogenase (lipoamide), putative (381 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.883

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF11_0284
	methyltransferase, putative (293 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.835

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF11_0362
	protein phosphatase, putative (689 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF10_0124
	hypothetical protein (1438 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MAL8P1.109
	Protein phosphatase 2C, putative (545 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	MAL13P1.44
	protein phosphatase 2c-like protein, putative (827 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	MAL13P1.174-1
	MSP7-like protein (281 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.687

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFI1245c
	Protein phosphatase-beta (466 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PfPP5
	serine%2Fthreonine protein phosphatase pfPp5 (658 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.589






11.
				Your Input: PF3D7_0520100
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	PFE1010w
	protein phosphatase 2c, putative (697 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF14_0523
	protein phosphatase 2C, putative (289 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.690

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PfEF-1beta
	EF-1B (276 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.670

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF14_0677
	RNA 3'-Terminal Phosphate Cyclase-like protein, putative (467 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.601

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF10_0197
	hypothetical protein (601 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.547

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF14_0456
	hypothetical protein, conserved (1275 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.543

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFF1070c
	hypothetical protein, conserved (860 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.523

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFE0245c
	hypothetical protein, conserved (2961 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.523

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF14_0125
	deoxyhypusine synthase (496 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.518

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.513










		 






13.
		Your Input: PF3D7_0610500
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	PFF0515c
	hypothetical protein, conserved (123 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF07_0027
	DNA-directed RNA polymerase 2 8.2 kDa polypeptide, putative (69 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.653

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF13_0296
	hypothetical protein, conserved (95 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.570

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF14_0072
	hypothetical protein, conserved (134 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.528

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFF0120w
	putative geranylgeranyltransferase (379 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.523

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	MAL13P1.257-1
	hypothetical protein, conserved (156 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.507

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF13_0341
	DNA-directed RNA polymerase 2, putative (205 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.481

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF13_0023
	DNA-directed RNA polymerase 2, putative; DNA-dependent RNA polymerase catalyzes the transcripti [...] (126 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.466

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFE1020w
	u6 snRNA-associated sm-like protein Lsm2, putative (103 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.454

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	MAL13P1.253-1
	small nuclear ribonucleoprotein, putative (93 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.450

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	MAL7P1.98
	hypothetical protein, conserved (153 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.449






14.
		Your Input: PF3D7_0625000.1
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	PfPAP
	hypothetical membrane protein, conserved (461 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF10_0264
	40S ribosomal protein, putative; Required for the assembly and/or stability of the 40S ribosoma [...] (263 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.782

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	P2
	60S Acidic ribosomal protein P2; Plays an important role in the elongation step of protein synt [...] (112 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF13_0349
	nucleoside diphosphate kinase b%3B putative (149 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.681

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PfEF-1beta
	EF-1B (276 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.655

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PfRACK
	receptor for activated C kinase homolog, PfRACK (323 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MEF-1
	elongation factor 1 alpha; This protein promotes the GTP-dependent binding of aminoacyl-tRNA to [...] (443 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.643

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF13_0304
	elongation factor 1 alpha; This protein promotes the GTP-dependent binding of aminoacyl-tRNA to [...] (443 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.643

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFI0180w
	alpha tubulin; Tubulin is the major constituent of microtubules. It binds two moles of GTP, one [...] (453 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.587

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF10_0084
	tubulin beta chain, putative; Tubulin is the major constituent of microtubules. It binds two mo [...] (445 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF08_0108
	pepsinogen, putative (573 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.499






15.
				Your Input: PF3D7_0625000.2
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	PfPAP
	hypothetical membrane protein, conserved (461 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF10_0264
	40S ribosomal protein, putative; Required for the assembly and/or stability of the 40S ribosoma [...] (263 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.782

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	P2
	60S Acidic ribosomal protein P2; Plays an important role in the elongation step of protein synt [...] (112 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF13_0349
	nucleoside diphosphate kinase b%3B putative (149 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.681

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PfEF-1beta
	EF-1B (276 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.655

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PfRACK
	receptor for activated C kinase homolog, PfRACK (323 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MEF-1
	elongation factor 1 alpha; This protein promotes the GTP-dependent binding of aminoacyl-tRNA to [...] (443 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.643

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF13_0304
	elongation factor 1 alpha; This protein promotes the GTP-dependent binding of aminoacyl-tRNA to [...] (443 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.643

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFI0180w
	alpha tubulin; Tubulin is the major constituent of microtubules. It binds two moles of GTP, one [...] (453 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.587

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF10_0084
	tubulin beta chain, putative; Tubulin is the major constituent of microtubules. It binds two mo [...] (445 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF08_0108
	pepsinogen, putative (573 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.499










	



16.
		Your Input: PF3D7_0705500  
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	PF07_0024
	inositol phosphatase, putative (2814 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a3ff65.white.png]
	PF13_0324
	Sec24 subunit, putative (956 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.547

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.008eb2.white.png]
	PFD0185c
	peptidase (734 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.441






17.
				Your Input: PF3D7_0715000
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	PF07_0059
	4-nitrophenylphosphatase, putative (322 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF10_0334
	flavoprotein subunit of succinate dehydrogenase (631 aa)
	•
	 
	 
	 
	 
	 
	•
	 
	0.718

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PfPP5
	serine%2Fthreonine protein phosphatase pfPp5 (658 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.707

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PFL0630w
	iron-sulfur subunit of succinate dehydrogenase (321 aa)
	•
	 
	 
	•
	 
	 
	•
	 
	0.700

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	ATPase4
	non-SERCA-type Ca2%2B -transporting P-ATPase (1208 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	CK1
	casein kinase 1, PfCK1; Casein kinases are operationally defined by their preferential utilizat [...] (323 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF14_0100
	cytidine triphosphate synthetase (858 aa)
	•
	 
	 
	•
	 
	 
	•
	 
	0.624

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFC0395w
	asparagine synthetase, putative (610 aa)
	•
	 
	 
	•
	•
	 
	•
	 
	0.604

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF07_0043
	60S ribosomal protein L34-a, putative (150 aa)
	 
	•
	 
	•
	 
	 
	 
	 
	0.573

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFE0660c
	purine nucleotide phosphorylase, putative (245 aa)
	 
	 
	 
	 
	 
	•
	•
	 
	0.573

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF14_0520
	6-phosphogluconate dehydrogenase, decarboxylating, putative (468 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.566










		 





18.
				Your Input: PF3D7_0726900  
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	PF07_0110
	hypothetical protein, conserved (519 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF10_0124
	hypothetical protein (1438 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.690

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF11_0362
	protein phosphatase, putative (689 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	MAL8P1.109
	Protein phosphatase 2C, putative (545 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	MAL13P1.44
	protein phosphatase 2c-like protein, putative (827 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MAL13P1.174-1
	MSP7-like protein (281 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PfPP5
	serine%2Fthreonine protein phosphatase pfPp5 (658 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.668

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFI1245c
	Protein phosphatase-beta (466 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.485

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.485










		 





19. 
		Your Input: PF3D7_0802800  
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
	[image: http://string-db.org/images/coexpression_upr_line.png]
	[image: http://string-db.org/images/experiments_upr_line.png]
	[image: http://string-db.org/images/databases_upr_line.png]
	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF08_0129
	protein phosphatase, putative (604 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF14_0607
	hypothetical protein (1068 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PfRON2
	hypothetical protein (2189 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.952

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF14_0323
	calmodulin; Calmodulin mediates the control of a large number of enzymes and other proteins by [...] (149 aa)
	 
	 
	 
	•
	•
	•
	•
	 
	0.939

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFL0300c
	phosphoesterase, putative (304 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.937

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PFE0785c
	drug%2Fmetabolite transporter (456 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.935

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFF0200c-1
	hypothetical protein, conserved (1979 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.927

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF08_0082
	hypothetical protein, conserved (662 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.927

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF10_0254
	hypothetical protein (303 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.925

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFL1565c
	hypothetical protein, conserved (959 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.901

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFL2505c
	hypothetical protein, conserved (2215 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.877

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	PFD0380c
	hypothetical protein, conserved (1629 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.877

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	PfPKAc
	cAMP-dependent protein kinase catalytic subunit (342 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.870

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	PFF1365c
	HECT-domain (ubiquitin-transferase), putative; Putative E3 ubiquitin-protein ligase (By similar [...] (10286 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.869

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	MAL13P1.130-1
	hypothetical protein, conserved (303 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.869

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	PF11_0300
	hypothetical protein (642 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.867

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	MAL8P1.150
	hypothetical protein, conserved (2166 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	MAL13P1.38
	hypothetical protein, conserved (796 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	MAL8P1.73
	hypothetical protein, conserved (1213 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	MAL7P1.119
	hypothetical protein, conserved (749 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	PFI1560c
	hypothetical protein, conserved (1247 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.859






20.
		Your Input: >PF3D7_0805600
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
	[image: http://string-db.org/images/coexpression_upr_line.png]
	[image: http://string-db.org/images/experiments_upr_line.png]
	[image: http://string-db.org/images/databases_upr_line.png]
	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	MAL8P1.202
	hypothetical protein, conserved (302 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFL0305c
	hypothetical protein, conserved (449 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.786

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFI1220w-1
	hypothetical protein, conserved (170 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.782

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	MAL7P1.339
	Ca%2B%2B chelating serine protease, putative (165 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.782

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF14_0036
	acid phosphatase, putative (302 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF14_0662
	hypothetical protein (437 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.659

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFI1216w
	telomeric repeat binding factor 1 (101 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.585

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFF0573c
	60S ribosomal protein L39, putative (62 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.585

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFF0685c
	Hypothetical protein, conserved (1842 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.581

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFF0683c
	conserved Plasmodium protein, unknown function (935 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.581

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFL1920c
	hydroxyethylthiazole kinase, putative (302 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579






21.
				Your Input: PF3D7_0810300
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	MAL8P1.109
	Protein phosphatase 2C, putative (545 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFD1110w
	hypothetical membrane protein, conserved (372 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	MAL13P1.130-1
	hypothetical protein, conserved (303 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	MAL8P1.153-1
	hypothetical protein, conserved (2577 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.958

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF11_0477
	CCAAT-box DNA binding protein subunit B (1301 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.954

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	ABRA
	Merozoite Surface Protein 9, MSP-9 (743 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.952

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MSP1
	merozoite surface protein 1, precursor (1720 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.948

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFC0945w
	protein kinase, putative (328 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.938

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFL2215w
	actin; Actins are highly conserved proteins that are involved in various types of cell motility [...] (376 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.931

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF11_0464
	serine%2Fthreonine protein kinase (2075 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.925

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	RON4
	hypothetical protein (2966 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.925

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	CPK1
	Pf Calcium-dependent protein kinase 1; Calcium-dependent kinase which may phosphorylate protein [...] (524 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.913

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	MAL7P1.119
	hypothetical protein, conserved (749 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.913

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	PF11_0415
	hypothetical protein (167 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.911

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	PFL1565c
	hypothetical protein, conserved (959 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.907

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	PFE0785c
	drug%2Fmetabolite transporter (456 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.897

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	PFL2505c
	hypothetical protein, conserved (2215 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.889

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PDI-14
	protein disulfide isomerase, putative (553 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.889

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	MTIP
	myosin A tail domain interacting protein MTIP, putative (204 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.887

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	MAL13P1.308-1
	hypothetical protein, conserved (2605 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.879

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	PF10_0306
	MORN repeat containing protein (422 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.863










		 





22.
				Your Input: PF3D7_0810500
	[image: http://string-db.org/images/neighborhood_upr_line.png]
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	MAL8P1.108
	protein phosphatase, putative (303 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	MAL13P1.275-1
	NLI interacting factor-like phosphatase, putative (1288 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PRL
	protein tyrosine phosphatase, putative (218 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.466

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF10_0124
	hypothetical protein (1438 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.460

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF10_0104
	hypothetical protein (223 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.458










		 





23.
		Your Input: PF3D7_0912400
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PFI0605c
	hypothetical protein, conserved (446 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffe065.white.png]
	GTP-CH
	GTP cyclohydrolase I (389 aa)
	 
	 
	 
	•
	 
	•
	 
	 
	0.904

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.47b200.white.png]
	PTPS
	6-pyruvoyl tetrahydropterin synthase, putative (173 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	MAL8P1.69
	14-3-3 protein homologue, putative (256 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.547

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.008eb2.white.png]
	PF13_0349
	nucleoside diphosphate kinase b%3B putative (149 aa)
	•
	 
	 
	•
	 
	 
	 
	 
	0.473

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.6566ff.white.png]
	PFI1545c
	proteasome precursor, putative (282 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.458






24.
				Your Input: PF3D7_0918000
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	GAP50
	acid phosphatase, putative (396 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	GAP45
	gliding-associated protein 45, GAP45 putative (204 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.992

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFL2215w
	actin; Actins are highly conserved proteins that are involved in various types of cell motility [...] (376 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.975

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	RhopH2
	High molecular weight rhoptry protein-2 (1378 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.965

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	Pf92
	cysteine-rich surface protein (796 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.965

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PFI0975c
	hypothetical protein, conserved (3381 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFI0160w
	hypothetical protein, conserved (3135 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFF0670w-1
	hypothetical protein, conserved (4095 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFE0785c
	drug%2Fmetabolite transporter (456 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	AQP
	Aquaglyceroporin (258 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.958

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF11_0300
	hypothetical protein (642 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.958

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef8075.white.png]
	Pfn
	conserved protein; Essential for the invasive blood stages of the parasite. Binds to proline ri [...] (171 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.954

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef8c75.white.png]
	PF10_0330
	ubiquitin-conjugating enzyme, putative (191 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.952

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9775.white.png]
	PFD1110w
	hypothetical membrane protein, conserved (372 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.948

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efa375.white.png]
	PFL2505c
	hypothetical protein, conserved (2215 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.944

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efae75.white.png]
	RON4
	hypothetical protein (2966 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.936

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efba75.white.png]
	PFL1160c
	hypothetical protein, conserved (192 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.935

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc575.white.png]
	PFD0660w
	phosphoglycerate mutase, putative (295 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.935

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efd175.white.png]
	PfPDI-9
	protein disulfide isomerase, putative (515 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.927

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efdc75.white.png]
	PF14_0492
	protein phosphatase 2b regulatory subunit, putative (179 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.925

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe875.white.png]
	MTIP
	myosin A tail domain interacting protein MTIP, putative (204 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.923

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ebef75.white.png]
	MAL13P1.215-1
	hypothetical protein, conserved (315 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.921

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.dfef75.white.png]
	PDEbeta
	cAMP-specific 3',5'-cyclic phosphodiesterase 4D, putative (1139 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.917

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.d4ef75.white.png]
	PKG
	cGMP-dependent protein kinase 1, beta isozyme, putative (853 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.913

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c8ef75.white.png]
	MAL7P1.17
	hypothetical membrane protein, conserved (3559 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.911

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bdef75.white.png]
	MSP1
	merozoite surface protein 1, precursor (1720 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.905

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b1ef75.white.png]
	PF13_0233
	myosin a; Myosins are actin-based motor molecules with ATPase activity. Unconventional myosins [...] (818 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.903

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PF10_0147
	FAD synthetase, putative (328 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9aef75.white.png]
	MAL13P1.292-1
	riboflavin kinase %2F FAD synthase family protein, putative (707 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8fef75.white.png]
	MAL13P1.130-1
	hypothetical protein, conserved (303 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.897

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.83ef75.white.png]
	PF10_0020
	hypothetical protein (763 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.897

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.78ef75.white.png]
	SERA-6
	cysteine protease, putative (893 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.893

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7d.white.png]
	CPK1
	Pf Calcium-dependent protein kinase 1; Calcium-dependent kinase which may phosphorylate protein [...] (524 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.891

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef89.white.png]
	PFL1870c
	sphingomyelin phosphodiesterase (393 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.883

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef94.white.png]
	MAL8P1.153-1
	hypothetical protein, conserved (2577 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.879

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efa0.white.png]
	ABRA
	Merozoite Surface Protein 9, MSP-9 (743 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.873

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efac.white.png]
	RAP2
	rhoptry-associated protein 2, RAP2 (398 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.863

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efb7.white.png]
	Pfcrk-4
	protein kinase, predicted (1553 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.863

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efc3.white.png]
	MAL8P1.146
	filament assembling protein, putative (728 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.863

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efce.white.png]
	PFF0595c
	leucine-rich repeat protein 5, LRR5 (1864 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efda.white.png]
	PF14_0681
	diacylglycerol kinase, putative (488 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.859

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efe5.white.png]
	PFL0580w
	DNA replication licensing factor mcm5, putative (758 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.857

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75eeef.white.png]
	MAL7P1.18
	serine%2Fthreonine protein kinase, putative (1603 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.857

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75e2ef.white.png]
	PFB0190c
	hypothetical protein (2295 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.857

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75d7ef.white.png]
	PF14_0090
	hypothetical protein (382 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75cbef.white.png]
	PF13_0299
	hypothetical protein, conserved (964 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75c0ef.white.png]
	MAL13P1.308-1
	hypothetical protein, conserved (2605 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75b4ef.white.png]
	PFE0165w
	actin depolymerizing factor, putative; Not involved in actin polymerisation, instead functions [...] (122 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75a9ef.white.png]
	PFD0940w
	hypothetical protein, conserved (2472 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.759def.white.png]
	PFC0435w
	hypothetical protein, conserved (1294 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.7592ef.white.png]
	PF11_0443
	hypothetical protein, conserved (321 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855










	


25
		Your Input: PF3D7_0925400
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PFI1245c
	Protein phosphatase-beta (466 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF14_0064
	vacuolar protein sorting 29, putative (194 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.658

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF14_0029
	hypothetical protein (2456 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF07_0110
	hypothetical protein, conserved (519 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFE0795c
	nif-like protein, putative (328 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF14_0614
	hypothetical protein (1502 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF13_0222
	RNA lariat debranching enzyme, putative (575 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF11_0362
	protein phosphatase, putative (689 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF10_0124
	hypothetical protein (1438 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	MAL8P1.109
	Protein phosphatase 2C, putative (545 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649






26.
		Your Input: PF3D7_0927700
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PFI1360c
	serine%2Fthreonine protein phosphatase, putative (312 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF14_0064
	vacuolar protein sorting 29, putative (194 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.739

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFL0300c
	phosphoesterase, putative (304 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.673

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PFA_0285c
	hypothetical protein, conserved (832 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.671

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF14_0614
	hypothetical protein (1502 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF13_0222
	RNA lariat debranching enzyme, putative (575 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF14_0660
	hypothetical protein (358 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PfEF-1beta
	EF-1B (276 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0463
	chloroquine resistance marker protein (3704 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.647

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFD0770c
	ribosomal protein l15, putative (220 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.645

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF14_0036
	acid phosphatase, putative (302 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.641






27.
				Your Input: PF3D7_1009600
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFL2365w
	hypothetical protein, conserved (1027 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFE1010w
	protein phosphatase 2c, putative (697 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PFE0795c
	nif-like protein, putative (328 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF14_0523
	protein phosphatase 2C, putative (289 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF11_0362
	protein phosphatase, putative (689 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF10_0124
	hypothetical protein (1438 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF07_0110
	hypothetical protein, conserved (519 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	MAL8P1.109
	Protein phosphatase 2C, putative (545 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	MAL8P1.108
	protein phosphatase, putative (303 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	MAL13P1.44
	protein phosphatase 2c-like protein, putative (827 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	MAL13P1.174-1
	MSP7-like protein (281 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.687

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	PFI1245c
	Protein phosphatase-beta (466 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	PfPP5
	serine%2Fthreonine protein phosphatase pfPp5 (658 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.587

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	PF11_0396
	Protein phosphatase 2C (938 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.587

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	MAL13P1.275-1
	NLI interacting factor-like phosphatase, putative (1288 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480










		 





28.
		Your Input: PF3D7_1012700  
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	PF10_0124
	hypothetical protein (1438 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFC0805w
	DNA-directed RNA polymerase II, putative; DNA-dependent RNA polymerase catalyzes the transcript [...] (2457 aa)
	 
	 
	 
	 
	 
	•
	•
	 
	0.906

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFL0665c
	RNA polymerase subunit 8c, putative (145 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PFI1130c
	DNA-directed RNA polymerase II, putative (335 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFF0535c
	trancription factor, putative (1280 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PFD0750w
	nuclear cap-binding protein, putative (234 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFC0155c
	DNA-directed RNA polymerase subunit I, putative (163 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFB0715w
	DNA-directed RNA polymerase II second largest subunit, putative (1364 aa)
	 
	 
	 
	 
	 
	•
	 
	•
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFB0245c
	DNA-directed RNA polymerase II 16 kDa subunit, putative (132 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFA_0505c
	DNA-directed RNA polymerase 2 subunit, putative (249 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF13_0341
	DNA-directed RNA polymerase 2, putative (205 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	PF13_0023
	DNA-directed RNA polymerase 2, putative; DNA-dependent RNA polymerase catalyzes the transcripti [...] (126 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	PF10_0293
	transcription factor, putative (133 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	PF10_0269
	DNA-directed RNA polymerase II, putative (177 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	PF07_0027
	DNA-directed RNA polymerase 2 8.2 kDa polypeptide, putative (69 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	MAL13P1.174-1
	MSP7-like protein (281 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.709

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	PF07_0110
	hypothetical protein, conserved (519 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.690

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PFE0795c
	nif-like protein, putative (328 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	MAL8P1.109
	Protein phosphatase 2C, putative (545 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	MAL13P1.44
	protein phosphatase 2c-like protein, putative (827 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688






29.
		Your Input: PF3D7_1018200
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	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
	[image: http://string-db.org/images/coexpression_upr_line.png]
	[image: http://string-db.org/images/experiments_upr_line.png]
	[image: http://string-db.org/images/databases_upr_line.png]
	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]
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	PF10_0177a
	erythrocyte membrane-associated antigen (2166 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFD0770c
	ribosomal protein l15, putative (220 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.653

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	Rab2
	Rab2, GTPase (213 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PfEF-1beta
	EF-1B (276 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.643

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	KIN
	serine%2Fthreonine-protein kinase (765 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.583

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PfPK9
	serine%2Fthreonine protein kinase, putative (367 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.583

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF10_0268
	merozoite capping protein 1 (393 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF10_0203
	ADP-ribosylation factor; GTP-binding protein that functions as an allosteric activator of the c [...] (181 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF11_0301
	spermidine synthase (321 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PfPK6
	Pf protein kinase 6 (305 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480






30.
		Your Input: PF3D7_1111600
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	PF11_0122
	hypothetical protein (779 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a3ff65.white.png]
	PFB0725c
	hypothetical protein (108 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.411

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.008eb2.white.png]
	PF14_0551
	hypothetical protein (503 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.405






31.
		Your Input: PF3D7_1113100
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PRL
	protein tyrosine phosphatase, putative (218 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.780

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.780

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.768

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFC0380w
	dual-specificity protein phosphatase, putative (575 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.679

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PTPS
	6-pyruvoyl tetrahydropterin synthase, putative (173 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.659

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MAL13P1.275-1
	NLI interacting factor-like phosphatase, putative (1288 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.510

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	lytB
	LytB protein (535 aa)
	•
	 
	 
	 
	 
	 
	 
	 
	0.501

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PBGS
	delta-aminolevulinic acid dehydratase (451 aa)
	•
	 
	 
	 
	 
	 
	•
	 
	0.481






32.
				Your Input: PF3D7_1120100
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF11_0208
	phosphoglycerate mutase, putative (250 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	ENO
	enolase (446 aa)
	•
	 
	 
	•
	•
	•
	•
	 
	0.999

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PGK
	Phosphoglycerate kinase (416 aa)
	 
	 
	 
	•
	•
	•
	•
	 
	0.999

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	TPI
	triose-phosphate isomerase (248 aa)
	•
	 
	 
	•
	 
	•
	•
	 
	0.998

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF14_0341
	glucose-6-phosphate isomerase (579 aa)
	•
	 
	 
	•
	 
	•
	•
	 
	0.996

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	GAPDH
	glyceraldehyde-3-phosphate dehydrogenase (337 aa)
	•
	 
	 
	•
	•
	•
	•
	 
	0.996

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFF1300w
	pyruvate kinase, putative (511 aa)
	•
	 
	 
	•
	 
	 
	•
	 
	0.993

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PfTK
	transketolase, putative (672 aa)
	•
	 
	 
	•
	 
	•
	•
	 
	0.964

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0425
	fructose-bisphosphate aldolase (369 aa)
	 
	 
	 
	•
	•
	•
	•
	 
	0.913

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFD0660w
	phosphoglycerate mutase, putative (295 aa)
	 
	 
	 
	 
	 
	•
	•
	 
	0.910

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF08_0075
	60S ribosomal protein L13, putative (215 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	PfLDH
	L-lactate dehydrogenase (316 aa)
	 
	 
	 
	•
	•
	 
	•
	 
	0.872

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	PFE0730c
	ribose 5-phosphate epimerase, putative (236 aa)
	•
	 
	 
	 
	 
	 
	•
	 
	0.872

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	adsS
	adenylosuccinate synthetase; Plays an important role in the de novo pathway of purine nucleotid [...] (442 aa)
	•
	 
	 
	•
	 
	 
	•
	 
	0.856

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	PFD0770c
	ribosomal protein l15, putative (220 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.842

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	PF08_0045
	2-oxoglutarate dehydrogenase e1 component (1038 aa)
	•
	 
	 
	 
	 
	 
	•
	 
	0.833

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	PF10_0210
	deoxyribose-phosphate aldolase, putative (263 aa)
	 
	 
	 
	•
	 
	•
	•
	 
	0.832

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PfRACK
	receptor for activated C kinase homolog, PfRACK (323 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.816

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	PFL1720w
	Serine hydroxymethyltransferase (442 aa)
	•
	 
	 
	•
	 
	 
	•
	 
	0.809

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	Cpn10
	10 kd chaperonin, putative (91 aa)
	•
	 
	 
	•
	 
	 
	•
	 
	0.799

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	TPx1
	2-Cys peroxiredoxin (195 aa)
	•
	 
	 
	•
	•
	 
	•
	 
	0.791










		 





33.
				Your Input: >PF3D7_1127000
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
	[image: http://string-db.org/images/coexpression_upr_line.png]
	[image: http://string-db.org/images/experiments_upr_line.png]
	[image: http://string-db.org/images/databases_upr_line.png]
	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.786

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PRL
	protein tyrosine phosphatase, putative (218 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.780

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PFC0380w
	dual-specificity protein phosphatase, putative (575 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.685

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MAL13P1.275-1
	NLI interacting factor-like phosphatase, putative (1288 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFL2365w
	hypothetical protein, conserved (1027 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF14_0523
	protein phosphatase 2C, putative (289 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	MAL8P1.108
	protein phosphatase, putative (303 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484










		 





34.
				Your Input: PF3D7_1135100  
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
	[image: http://string-db.org/images/coexpression_upr_line.png]
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	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF11_0362
	protein phosphatase, putative (689 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	MAL13P1.44
	protein phosphatase 2c-like protein, putative (827 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.715

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	MAL8P1.109
	Protein phosphatase 2C, putative (545 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.707

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PFE0795c
	nif-like protein, putative (328 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF14_0523
	protein phosphatase 2C, putative (289 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF07_0110
	hypothetical protein, conserved (519 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	MAL13P1.174-1
	MSP7-like protein (281 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.687

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0018
	hypothetical protein (493 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.653

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFI1245c
	Protein phosphatase-beta (466 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PfPP5
	serine%2Fthreonine protein phosphatase pfPp5 (658 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.587










		 





35.
				Your Input: >PF3D7_1138500
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
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	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF11_0396
	Protein phosphatase 2C (938 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PfEF-1beta
	EF-1B (276 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.966

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFC0380w
	dual-specificity protein phosphatase, putative (575 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.683

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	RON4
	hypothetical protein (2966 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.647

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PfCyP24
	peptidyl-prolyl cis-trans isomerase precursor; PPIases accelerate the folding of proteins. It c [...] (217 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.641

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PfRON2
	hypothetical protein (2189 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.639

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PP1
	serine%2Fthreonine protein phosphatase, putative (304 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.589

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.587

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0630
	protein serine%2Fthreonine phosphatase (889 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.585

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	vapA
	vacuolar ATP synthase, catalytic subunit a; Catalytic subunit of the peripheral V1 complex of v [...] (611 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.583

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFE0465c
	RNA polymerase I (2914 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579










	



36.
				Your Input: PF3D7_1206000
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
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	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PFL0300c
	phosphoesterase, putative (304 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFB0935w
	cytoadherence linked asexual protein 2 (1440 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.938

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF08_0129
	protein phosphatase, putative (604 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.937

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PfRON2
	hypothetical protein (2189 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.921

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PP7
	PP1-like protein serine%2Fthreonine phosphatase (959 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.914

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PFF1365c
	HECT-domain (ubiquitin-transferase), putative; Putative E3 ubiquitin-protein ligase (By similar [...] (10286 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.897

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF14_0607
	hypothetical protein (1068 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.889

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	ROM4
	rhomboid protease, putative (759 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.863

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	VP2
	V-type K%2B - independent h%2B -translocating inorganic pyrophosphatse (1044 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF11_0528
	hypothetical protein (5922 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF10_0220
	hypothetical protein (275 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861










	



37.
				Your Input: >PF3D7_1206400
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
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	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.786

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PTPS
	6-pyruvoyl tetrahydropterin synthase, putative (173 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	MAL13P1.275-1
	NLI interacting factor-like phosphatase, putative (1288 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFL0325w
	hypothetical protein, conserved (651 aa)
	 
	•
	 
	 
	 
	 
	 
	 
	0.578

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0660
	hypothetical protein (358 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.518

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFL0300c
	phosphoesterase, putative (304 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.517

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	MAL8P1.109
	Protein phosphatase 2C, putative (545 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.502










		 





38.
				Your Input: >PF3D7_1208900  
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
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	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PFL0445w
	hypothetical protein, conserved (1442 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.fff865.white.png]
	PFE0090w
	hypothetical protein, conserved (1076 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.575

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	MAL8P1.101
	hypothetical protein, conserved (1103 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.508

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffec.white.png]
	PFE0500c
	hypothetical protein, conserved (2535 aa)
	 
	 
	 
	•
	 
	 
	 
	•
	0.433

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFD0595w
	hypothetical protein, conserved (778 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.428










		 





39.
				Your Input: >PF3D7_1226100  
	[image: http://string-db.org/images/neighborhood_upr_line.png]
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PFL1260w
	hydrolase %2F phosphatase, putative (316 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFE0150c
	4-diphosphocytidyl-2c-methyl-D-erythritol kinase (CMK), putative (537 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.893

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF11_0479
	hypothetical protein (3207 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.893

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF13_0142
	u6 snRNA-associated sm-like protein, putative (77 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.794

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	SERA-2
	cysteine protease, putative (1096 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.774

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	MAL8P1.4
	hypothetical protein, conserved (456 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.738

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFD1050w
	alpha-tubulin ii; Tubulin is the major constituent of microtubules. It binds two moles of GTP, [...] (450 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.690

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF14_0155
	serine C-palmitoyltransferase, putative (572 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.687

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFI0980w
	hypothetical membrane protein, conserved (612 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.682

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFE0405c
	hypothetical protein, conserved (355 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.675

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	DPM1
	dolichyl-phosphate b-D-mannosyltransferase, putative (259 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.581










		






40.
				Your Input: >PF3D7_1238600
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
	[image: http://string-db.org/images/coexpression_upr_line.png]
	[image: http://string-db.org/images/experiments_upr_line.png]
	[image: http://string-db.org/images/databases_upr_line.png]
	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PFL1870c
	sphingomyelin phosphodiesterase (393 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFE0785c
	drug%2Fmetabolite transporter (456 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PDEbeta
	cAMP-specific 3',5'-cyclic phosphodiesterase 4D, putative (1139 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	ABRA
	Merozoite Surface Protein 9, MSP-9 (743 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.958

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFI1560c
	hypothetical protein, conserved (1247 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.958

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PFD1110w
	hypothetical membrane protein, conserved (372 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.958

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFD0940w
	hypothetical protein, conserved (2472 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.954

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF14_0091
	hypothetical protein (132 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.954

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFL2215w
	actin; Actins are highly conserved proteins that are involved in various types of cell motility [...] (376 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.952

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	MAL8P1.153-1
	hypothetical protein, conserved (2577 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.948

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFE1130w
	hypothetical protein, conserved (483 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.944

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	RAP2
	rhoptry-associated protein 2, RAP2 (398 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.942

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	RhopH2
	High molecular weight rhoptry protein-2 (1378 aa)
	 
	 
	 
	•
	 
	 
	 
	•
	0.935

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	MAL13P1.152-1
	hypothetical protein, conserved (861 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.921

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	PPR
	hypothetical protein (608 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.903

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	RON4
	hypothetical protein (2966 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.893

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	MAL7P1.17
	hypothetical membrane protein, conserved (3559 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.893

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PFL1160c
	hypothetical protein, conserved (192 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.887

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	GAP50
	acid phosphatase, putative (396 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.883

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	PF14_0681
	diacylglycerol kinase, putative (488 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.883

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	MAL13P1.130-1
	hypothetical protein, conserved (303 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.873










	



			







		 





41.
				Your Input: >PF3D7_1249300  
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
	[image: http://string-db.org/images/coexpression_upr_line.png]
	[image: http://string-db.org/images/experiments_upr_line.png]
	[image: http://string-db.org/images/databases_upr_line.png]
	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PFL2365w
	hypothetical protein, conserved (1027 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	MAL13P1.275-1
	NLI interacting factor-like phosphatase, putative (1288 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PRL
	protein tyrosine phosphatase, putative (218 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.466

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF10_0124
	hypothetical protein (1438 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.460

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF07_0110
	hypothetical protein, conserved (519 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.454










		 





42.
				Your Input: >PF3D7_1305500
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
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	[image: http://string-db.org/images/databases_upr_line.png]
	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.786

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PTPS
	6-pyruvoyl tetrahydropterin synthase, putative (173 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	MAL13P1.275-1
	NLI interacting factor-like phosphatase, putative (1288 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFE1010w
	protein phosphatase 2c, putative (697 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.513

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFL2365w
	hypothetical protein, conserved (1027 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF14_0523
	protein phosphatase 2C, putative (289 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PRL
	protein tyrosine phosphatase, putative (218 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.486










		 





43.
				Your Input: >PF3D7_1309200
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
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	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	MAL13P1.44
	protein phosphatase 2c-like protein, putative (827 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF11_0362
	protein phosphatase, putative (689 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.715

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFE0795c
	nif-like protein, putative (328 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF14_0523
	protein phosphatase 2C, putative (289 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF10_0124
	hypothetical protein (1438 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF10_0093
	hypothetical protein (345 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF07_0110
	hypothetical protein, conserved (519 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	MAL13P1.174-1
	MSP7-like protein (281 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.687

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFI1245c
	Protein phosphatase-beta (466 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PfPP5
	serine%2Fthreonine protein phosphatase pfPp5 (658 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.587

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480










		 





44.
				Your Input: >PF3D7_1322000
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
	[image: http://string-db.org/images/coexpression_upr_line.png]
	[image: http://string-db.org/images/experiments_upr_line.png]
	[image: http://string-db.org/images/databases_upr_line.png]
	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	MAL13P1.121-1
	hypothetical protein, conserved (565 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFE0450w
	chromosome condensation protein, putative (1708 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF10_0020
	hypothetical protein (763 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.837

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF07_0012
	hypothetical protein, conserved (1540 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.819

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	R17
	hypothetical protein, conserved (1070 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.813

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PFE0090w
	hypothetical protein, conserved (1076 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.780

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MAL13P1.19
	peptidase, putative (9271 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.770

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF11_0342
	hypothetical protein (2072 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.752

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFB0530c
	hypothetical protein (430 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.744

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	Pf92
	cysteine-rich surface protein (796 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.740

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	MAL7P1.167
	hypothetical protein, conserved (2773 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.736










		 





45.
				Your Input: >PF3D7_1331600  
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
	[image: http://string-db.org/images/coexpression_upr_line.png]
	[image: http://string-db.org/images/experiments_upr_line.png]
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	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF10_0360
	acetyl-coA transporter (464 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.935

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFF0720w
	hypothetical membrane protein, conserved (1096 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.901

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PFI0565w
	hypothetical protein, conserved (474 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.863

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	Pf92
	cysteine-rich surface protein (796 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.863

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PfPDI-9
	protein disulfide isomerase, putative (515 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFF0375c
	hypothetical protein, conserved (847 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	MAL8P1.53
	hypothetical protein, conserved (514 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.861

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFF0670w-1
	hypothetical protein, conserved (4095 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.859

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF10_0020
	hypothetical protein (763 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.859

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	cyc-2
	hypothetical protein, conserved (2281 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.859

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	gpi1
	N-acetylglucosamine transferase (641 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.857

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	PF14_0105
	hypothetical protein (334 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.857

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	PF14_0215
	hypothetical protein (518 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.857

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	PFF0335c
	hypothetical protein (299 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.855

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	PFF0640w
	hypothetical protein, conserved (60 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.853

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	PFC0250c
	AP endonuclease (DNA-(apurinic or apyrimidinic site) lyase), putative (617 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.847

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PFA_0285c
	hypothetical protein, conserved (832 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.847

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	PF13_0032
	hydrolase, putative (478 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.847

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	PFL0580w
	DNA replication licensing factor mcm5, putative (758 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.845

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	PFA_0485w
	dolichol kinase (783 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.845










		 







46.
				Your Input: >PF3D7_1340600
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF13_0222
	RNA lariat debranching enzyme, putative (575 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF14_0036
	acid phosphatase, putative (302 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.697

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFL0300c
	phosphoesterase, putative (304 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF14_0660
	hypothetical protein (358 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF14_0614
	hypothetical protein (1502 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF14_0064
	vacuolar protein sorting 29, putative (194 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFI1360c
	serine%2Fthreonine protein phosphatase, putative (312 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFC0595c
	serine%2Fthreonine protein phosphatase, putative (308 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PP1
	serine%2Fthreonine protein phosphatase, putative (304 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF08_0129
	protein phosphatase, putative (604 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFI1245c
	Protein phosphatase-beta (466 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	PF14_0630
	protein serine%2Fthreonine phosphatase (889 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	PP7
	PP1-like protein serine%2Fthreonine phosphatase (959 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	PFB0370c
	RNA-binding protein, putative (300 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.545

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	PFC0365w
	conserved protein, putative (532 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.492

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	PFF1150w
	ribonuclease H1 large subunit, putative; Endonuclease that specifically degrades the RNA of RNA [...] (288 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.485

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.481

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.481

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.481

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480










		 





47.
				Your Input: >PF3D7_1354200  
	[image: http://string-db.org/images/neighborhood_upr_line.png]
	[image: http://string-db.org/images/genefusion_upr_line.png]
	[image: http://string-db.org/images/cooccurrence_upr_line.png]
	[image: http://string-db.org/images/coexpression_upr_line.png]
	[image: http://string-db.org/images/experiments_upr_line.png]
	[image: http://string-db.org/images/databases_upr_line.png]
	[image: http://string-db.org/images/textmining_upr_line.png]
	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF13_0285
	inositol-polyphosphate 5-phosphatase (803 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF08_0031
	2-Oxoglutarat/malate translocator protein, putative (318 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.780

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PfATPase7
	P-type ATPase, putative (1864 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF10_0014-1
	hypothetical protein (193 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.683

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF14_0749
	acyl CoA binding protein (90 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.681

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF10_0016-1
	acyl CoA binding protein, putative (90 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.659

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	MAL13P1.82
	phosphatidylinositol synthase, putative (173 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.655

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	fabZ
	beta-hydroxyacyl-acp dehydratase precursor (230 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF13_0358
	mitochondrial import inner membrane translocase, putative (92 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF13_0300
	mitochondrial inner membrane translocase, putative (167 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF10_0210
	deoxyribose-phosphate aldolase, putative (263 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579










		 





48.
				Your Input: >PF3D7_1355500  
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	PfPP5
	serine%2Fthreonine protein phosphatase pfPp5 (658 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF07_0059
	4-nitrophenylphosphatase, putative (322 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.707

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFL2140c
	ADP-ribosylation factor GTPase-activating protein (332 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.681

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF07_0110
	hypothetical protein, conserved (519 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.668

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF10_0203
	ADP-ribosylation factor; GTP-binding protein that functions as an allosteric activator of the c [...] (181 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF10_0124
	hypothetical protein (1438 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.641

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFE1370w
	hsp70 interacting protein, putative (458 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.628

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFD0770c
	ribosomal protein l15, putative (220 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.615

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PfEF-1beta
	EF-1B (276 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.612

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PfCyP19
	PFCYP19, cyclophilin, peptidyl-prolyl cis-trans isomerase; PPIases accelerate the folding of pr [...] (171 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.612

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF11_0351
	heat shock protein hsp70 homologue (663 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.612










	




49.
				Your Input: >PF3D7_1355700  
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	MAL13P1.275-1
	NLI interacting factor-like phosphatase, putative (1288 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PRL
	protein tyrosine phosphatase, putative (218 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.510

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFL2365w
	hypothetical protein, conserved (1027 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0523
	protein phosphatase 2C, putative (289 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	MAL8P1.108
	protein phosphatase, putative (303 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFE1010w
	protein phosphatase 2c, putative (697 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.481










		 





50.
				Your Input: >PF3D7_1363200
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	PF13_0334
	polynucleotide kinase, putative (462 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF11_0416
	myosin heavy chain subunit, putative (1600 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.659

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFE0175c
	unconventional myosin pfm-b (801 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.655

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	MyoE
	myosin-like protein, putative (2153 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF14_0125
	deoxyhypusine synthase (496 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.639

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF14_0536
	hypothetical protein (415 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.633

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF14_0052
	hypothetical protein, conserved (575 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.631

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFF1480w
	microtubule-associated protein ytm1 homologue, putative (498 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.587

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFE1535w
	hypothetical protein, conserved (1083 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.547

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	gS
	glutathione synthetase (655 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.547

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFA_0530c
	adenylate kinase, putative (186 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.547










		 






51.
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	PF13_0336
	hypothetical protein, conserved (836 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.e0ff65.white.png]
	PFL0680c
	hypothetical protein, conserved (146 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.547

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b247.white.png]
	PF10_0316
	phosphatidyl inositol glycan, class A, putative (497 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.547

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65a3ff.white.png]
	PF13_0254
	hypothetical protein, conserved (3855 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.441
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF14_0036
	acid phosphatase, putative (302 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF13_0222
	RNA lariat debranching enzyme, putative (575 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.697

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFL0305c
	hypothetical protein, conserved (449 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	MAL8P1.202
	hypothetical protein, conserved (302 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFI1220w-1
	hypothetical protein, conserved (170 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.687

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	MAL7P1.339
	Ca%2B%2B chelating serine protease, putative (165 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.687

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF14_0662
	hypothetical protein (437 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.683

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF14_0614
	hypothetical protein (1502 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.683

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0064
	vacuolar protein sorting 29, putative (194 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.683

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFL0300c
	phosphoesterase, putative (304 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.681

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF14_0660
	hypothetical protein (358 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.681

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	PFC0595c
	serine%2Fthreonine protein phosphatase, putative (308 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.643

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	PFI1360c
	serine%2Fthreonine protein phosphatase, putative (312 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.641

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	PF08_0129
	protein phosphatase, putative (604 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.641

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	PP1
	serine%2Fthreonine protein phosphatase, putative (304 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.589

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	PFI1245c
	Protein phosphatase-beta (466 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.583

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	PP7
	PP1-like protein serine%2Fthreonine phosphatase (959 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.583

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PF14_0630
	protein serine%2Fthreonine phosphatase (889 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.581

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	PfPP5
	serine%2Fthreonine protein phosphatase pfPp5 (658 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.501

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	PFI1216w
	telomeric repeat binding factor 1 (101 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.419

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	PFF0573c
	60S ribosomal protein L39, putative (62 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.419










		 





53
				Your Input: >PF3D7_1406700  
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	PF14_0064
	vacuolar protein sorting 29, putative (194 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFL2415w
	Hbeta58%2FVps26 protein homolog, putative; May play a role in vesicular protein sorting, simila [...] (297 aa)
	 
	 
	 
	•
	•
	 
	•
	 
	0.900

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF14_0462
	SEL-1 protein, putative (851 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.768

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	MAL7P1.110
	Ham1-like protein, putative (198 aa)
	•
	 
	 
	•
	 
	 
	 
	 
	0.743

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFI1360c
	serine%2Fthreonine protein phosphatase, putative (312 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.739

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PP1
	serine%2Fthreonine protein phosphatase, putative (304 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.693

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFL0300c
	phosphoesterase, putative (304 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF14_0660
	hypothetical protein (358 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0614
	hypothetical protein (1502 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF13_0222
	RNA lariat debranching enzyme, putative (575 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF14_0036
	acid phosphatase, putative (302 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.683










		 





54.
				Your Input: >PF3D7_1414400
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	PP1
	serine%2Fthreonine protein phosphatase, putative (304 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	GAP50
	acid phosphatase, putative (396 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.840

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFE1345c
	minichromosome maintenance protein 3, putative (962 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.806

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF10_0020
	hypothetical protein (763 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.806

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	MAL8P1.53
	hypothetical protein, conserved (514 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.744

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PFL0300c
	phosphoesterase, putative (304 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.732

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFF0670w-1
	hypothetical protein, conserved (4095 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.732

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF10_0337
	ADP-ribosylation factor-like protein (178 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.724

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFL2215w
	actin; Actins are highly conserved proteins that are involved in various types of cell motility [...] (376 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.717

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	Pfn
	conserved protein; Essential for the invasive blood stages of the parasite. Binds to proline ri [...] (171 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.708

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFC0475c
	hypothetical protein, conserved (953 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.708










	



55.
				Your Input: >PF3D7_1423300
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	PP7
	PP1-like protein serine%2Fthreonine phosphatase (959 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PfPKAc
	cAMP-dependent protein kinase catalytic subunit (342 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.971

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF10_0352
	merozoite surface protein, putative (405 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.963

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF10_0344
	glutamate-rich protein (1233 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.961

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	AMA1
	apical membrane antigen 1, AMA1; Involved in parasite invasion of erythrocytes (622 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.961

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF14_0102
	rhoptry-associated protein 1, RAP1 (782 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFL2460w
	coronin (602 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFL1435c
	myosin d (2231 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFI0540w
	hypothetical protein, conserved (1165 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFI0410c
	hypothetical protein, conserved (2054 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFI0175w
	hypothetical protein, conserved (742 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef8075.white.png]
	PFF1365c
	HECT-domain (ubiquitin-transferase), putative; Putative E3 ubiquitin-protein ligase (By similar [...] (10286 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef8c75.white.png]
	PFF0870w
	hypothetical protein, conserved (795 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9775.white.png]
	MyoE
	myosin-like protein, putative (2153 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efa375.white.png]
	PFF0645c
	integral membrane protein (1347 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efae75.white.png]
	RAP2
	rhoptry-associated protein 2, RAP2 (398 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efba75.white.png]
	PFD1100c
	hypothetical protein, conserved (476 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc575.white.png]
	PFD0900w
	hypothetical protein, conserved (2011 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efd175.white.png]
	PFD0385w
	hypothetical protein, conserved (1960 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efdc75.white.png]
	ASP
	apical sushi protein, ASP (731 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe875.white.png]
	PFD0230c
	protease, putative (939 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ebef75.white.png]
	PFC0820w
	hypothetical protein, conserved (4981 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.dfef75.white.png]
	PFC0355c
	hypothetical protein (337 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.d4ef75.white.png]
	PFC0185w
	hypothetical protein, conserved (525 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c8ef75.white.png]
	RON6
	hypothetical protein (951 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bdef75.white.png]
	PFB0475c
	hypothetical protein, conserved (446 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b1ef75.white.png]
	PFA_0440w
	hypothetical protein, conserved (224 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PF14_0652
	hypothetical protein (862 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9aef75.white.png]
	PF14_0607
	hypothetical protein (1068 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8fef75.white.png]
	PF14_0586
	hypothetical protein (323 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.83ef75.white.png]
	PF14_0527
	hypothetical protein (610 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.78ef75.white.png]
	PF13_0173
	hypothetical protein, conserved (1001 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7d.white.png]
	PF13_0058
	RNA-binding protein, putative (143 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef89.white.png]
	PF11_0464
	serine%2Fthreonine protein kinase (2075 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef94.white.png]
	PF11_0442-1
	hypothetical protein (1604 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efa0.white.png]
	PF11_0277
	hypothetical protein (350 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efac.white.png]
	PF11_0193
	hypothetical protein (268 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efb7.white.png]
	PF10_0368
	dynamin protein, putative (709 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efc3.white.png]
	PF10_0351
	hypothetical protein (566 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efce.white.png]
	PF10_0306
	MORN repeat containing protein (422 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efda.white.png]
	PF10_0138
	hypothetical protein (1455 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efe5.white.png]
	PF10_0094
	tubulin-tyrosine ligase, putative (553 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75eeef.white.png]
	PF10_0039
	hypothetical protein (281 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75e2ef.white.png]
	PF08_0058
	hypothetical protein, conserved (962 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75d7ef.white.png]
	PF08_0035
	hypothetical protein, conserved (1176 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75cbef.white.png]
	PF08_0008
	hypothetical protein, conserved (738 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75c0ef.white.png]
	CPK4
	calcium-dependent protein kinase 4; Calcium-dependent kinase that plays a central role in the s [...] (528 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75b4ef.white.png]
	MAL8P1.73
	hypothetical protein, conserved (1213 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75a9ef.white.png]
	MAL8P1.150
	hypothetical protein, conserved (2166 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.759def.white.png]
	MAL7P1.119
	hypothetical protein, conserved (749 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.7592ef.white.png]
	MAL13P1.306-1
	hypothetical protein, conserved (375 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.960










	



56.
				Your Input: >PF3D7_1430600
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF14_0285
	exodeoxyribonuclease III, putative (876 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.e0ff65.white.png]
	PFA_0545c
	replication factor c protein, putative (1167 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.479

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b247.white.png]
	PF11_0159
	hypothetical protein (144 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.425

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65a3ff.white.png]
	PFI0960w
	dolichyl-diphosphooligosaccharide--protein-glyc ot ransferase,putative (477 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.423










		 





57.
		Your Input>PF3D7_1431800:
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	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF14_0297
	ecto-nucleoside triphosphate diphosphohydrolase 1, putative (827 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF10_0363
	pyruvate kinase, putative (745 aa)
	 
	 
	 
	•
	 
	•
	 
	 
	0.910

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PFL1655c
	epsilon DNA polymerase, putative (624 aa)
	 
	 
	 
	•
	 
	•
	 
	 
	0.907

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	POM1
	POM1, putative (2016 aa)
	 
	 
	 
	•
	 
	•
	 
	 
	0.907

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFC0340w
	DNA polymerase delta small subunit, putative (498 aa)
	 
	 
	 
	•
	 
	•
	 
	 
	0.906

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF10_0165
	DNA polymerase delta catalytic subunit; This polymerase possesses two enzymatic activities- DNA [...] (1094 aa)
	 
	 
	 
	•
	 
	•
	 
	 
	0.905

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFE0215w
	ATP-dependent helicase, putative (755 aa)
	 
	 
	 
	•
	 
	•
	 
	 
	0.905

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF10_0121
	hypoxanthine phosphoribosyltransferase; Works with guanine, hypoxanthine and xanthine (231 aa)
	 
	 
	 
	•
	 
	•
	 
	 
	0.905

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0602
	DNA polymerase alpha subunit, putative (539 aa)
	 
	 
	 
	•
	 
	•
	 
	 
	0.904

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF14_0053
	ribonucleotide reductase small subunit; Provides the precursors necessary for DNA synthesis. Ca [...] (349 aa)
	 
	 
	 
	•
	 
	•
	 
	 
	0.904

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	TMK
	thymidylate kinase, putative (210 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef8075.white.png]
	PFL2010c
	DEAD%2FDEAH box helicase, putative (894 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef8c75.white.png]
	PFL1525c
	pre-mRNA splicing factor RNA helicase, putative (1168 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9775.white.png]
	PFL1435c
	myosin d (2231 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efa375.white.png]
	PFL0665c
	RNA polymerase subunit 8c, putative (145 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efae75.white.png]
	PFL0560c
	minichromosome maintenance protein, putative (1024 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efba75.white.png]
	PDE1
	3',5'-cyclic-nucleotide phosphodiesterase, putative (842 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc575.white.png]
	PFL0330c
	DNA-directed RNA polymerase III subunit, putative (1450 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efd175.white.png]
	PFL0100c
	ATP dependent RNA helicase, putative (807 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efdc75.white.png]
	PfGK
	guanylate kinase, putative (199 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe875.white.png]
	PFI1130c
	DNA-directed RNA polymerase II, putative (335 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ebef75.white.png]
	PFI1020c
	Inosine-5'-monophosphate dehydrogenase (510 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.dfef75.white.png]
	PFI0910w
	DNA helicase, putative (728 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.d4ef75.white.png]
	PFI0530c
	DNA primase, large subunit, putative (525 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c8ef75.white.png]
	PFF1470c
	DNA polymerase epsilon, catalytic subunit a, putative (2907 aa)
	 
	 
	 
	 
	 
	•
	 
	•
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bdef75.white.png]
	PFF1300w
	pyruvate kinase, putative (511 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b1ef75.white.png]
	PFF1225c
	DNA polymerase 1, putative (1444 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PFF0275c
	nucleoside diphosphate kinase, putative (1828 aa)
	 
	 
	 
	 
	 
	•
	 
	•
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9aef75.white.png]
	PFE1035c
	BIS(5'-nucleosyl)-tetraphosphatase (diadenosine tetraphosphatase), putative (153 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8fef75.white.png]
	PFE0465c
	RNA polymerase I (2914 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.83ef75.white.png]
	PFE0205w
	ATP-dependent helicase, putative (502 aa)
	 
	 
	 
	 
	 
	•
	 
	•
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.78ef75.white.png]
	PFD1060w
	u5 small nuclear ribonucleoprotein-specific protein, putative (2874 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7d.white.png]
	PFD0805w
	prohibitin-like protein, putative (287 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef89.white.png]
	GAK
	adenylate kinase 1 (229 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef94.white.png]
	PFD0590c
	DNA polymerase alpha (1912 aa)
	 
	 
	 
	 
	 
	•
	 
	•
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efa0.white.png]
	PFD0565c
	RNA helicase, putative (1304 aa)
	 
	 
	 
	 
	 
	•
	 
	•
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efac.white.png]
	PFD0245c
	ATP-dependent RNA helicae-like protein, putative (567 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efb7.white.png]
	PFC0805w
	DNA-directed RNA polymerase II, putative; DNA-dependent RNA polymerase catalyzes the transcript [...] (2457 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efc3.white.png]
	PFB0715w
	DNA-directed RNA polymerase II second largest subunit, putative (1364 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efce.white.png]
	ASL
	adenylosuccinate lyase, putative (471 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efda.white.png]
	PFB0290c
	transcription factor, putative (106 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75efe5.white.png]
	PFB0245c
	DNA-directed RNA polymerase II 16 kDa subunit, putative (132 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75eeef.white.png]
	PFA_0555c
	UMP-CMP kinase, putative (371 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75e2ef.white.png]
	PFA_0505c
	DNA-directed RNA polymerase 2 subunit, putative (249 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75d7ef.white.png]
	PF14_0695
	DNA-directed RNA polymerase, alpha subunit, truncated, putative (825 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75cbef.white.png]
	PDEdelta
	cyclic nucleotide phosphodiesterase, putative (813 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75c0ef.white.png]
	PF14_0563
	DEAD-box RNA helicase, putative (741 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75b4ef.white.png]
	PF14_0370
	RNA helicase, putative (2472 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75a9ef.white.png]
	PF14_0366
	small subunit DNA primase; DNA primase is the polymerase that synthesizes small RNA primers for [...] (452 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.759def.white.png]
	PF14_0352
	ribonucleoside-diphosphate reductase, large subunit; Provides the precursors necessary for DNA [...] (847 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.7592ef.white.png]
	PF14_0278
	ATP-dependent DNA helicase, putative (1440 aa)
	 
	 
	 
	 
	 
	•
	 
	 
	0.899






58.
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	PF14_0525
	hypothetical protein (89 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF14_0524
	protein phosphatase 7 homolog, putative (96 aa)
	 
	•
	 
	•
	 
	 
	 
	 
	0.874

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.786

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PRL
	protein tyrosine phosphatase, putative (218 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.780

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFC0380w
	dual-specificity protein phosphatase, putative (575 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.685

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	MAL13P1.275-1
	NLI interacting factor-like phosphatase, putative (1288 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.579

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFL2365w
	hypothetical protein, conserved (1027 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF14_0523
	protein phosphatase 2C, putative (289 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.484






59.
				Your Input: >PF3D7_1464600  
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	PF14_0614
	hypothetical protein (1502 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PFL0300c
	phosphoesterase, putative (304 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF14_0660
	hypothetical protein (358 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PF14_0064
	vacuolar protein sorting 29, putative (194 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF13_0222
	RNA lariat debranching enzyme, putative (575 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.688

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF14_0036
	acid phosphatase, putative (302 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.683

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PFI1360c
	serine%2Fthreonine protein phosphatase, putative (312 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PFC0595c
	serine%2Fthreonine protein phosphatase, putative (308 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PP1
	serine%2Fthreonine protein phosphatase, putative (304 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PF08_0129
	protein phosphatase, putative (604 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.651

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFI1245c
	Protein phosphatase-beta (466 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	PF14_0630
	protein serine%2Fthreonine phosphatase (889 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	PP7
	PP1-like protein serine%2Fthreonine phosphatase (959 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	PfPP5
	serine%2Fthreonine protein phosphatase pfPp5 (658 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.595

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	PFL0320w
	hypothetical protein, conserved (346 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.481

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	PF13_0027
	hypothetical protein, conserved (771 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.481

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	MAL13P1.168-1
	hypothetical protein, conserved (267 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.481

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	PF14_0525
	hypothetical protein (89 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	PF11_0281
	hypothetical protein (247 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	MAL13P1.275-1
	NLI interacting factor-like phosphatase, putative (1288 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.480

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	PFL2365w
	hypothetical protein, conserved (1027 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.420










		 





60.
				Your Input: >PF3D7_1466100
	[image: http://string-db.org/images/neighborhood_upr_line.png]
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	[image: http://string-db.org/images/homology_upr_line.png]
	[image: http://string-db.org/images/score_upr.png]

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ff0000.white.png]
	PF14_0630
	protein serine%2Fthreonine phosphatase (889 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PF14_0064
	vacuolar protein sorting 29, putative (194 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.668

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	PF14_0660
	hypothetical protein (358 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.663

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	PFL0300c
	phosphoesterase, putative (304 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.661

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PF14_0614
	hypothetical protein (1502 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF13_0222
	RNA lariat debranching enzyme, putative (575 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.649

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	vapA
	vacuolar ATP synthase, catalytic subunit a; Catalytic subunit of the peripheral V1 complex of v [...] (611 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.647

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF14_0553
	cysteine proteinase falcipain-1; Probably degrades erythrocyte hemoglobin (569 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.643

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PFE0465c
	RNA polymerase I (2914 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.643

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PfEF-1beta
	EF-1B (276 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.593

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PFD0770c
	ribosomal protein l15, putative (220 aa)
	 
	 
	 
	 
	 
	 
	•
	 
	0.585
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				Your Input: >PF3D7_1469200  
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	PF14_0660
	hypothetical protein (358 aa)
	
	
	
	
	
	
	
	
	

	
	
	(Plasmodium falciparum)
	
	
	
	
	
	
	
	
	

	Predicted Functional Partners:
	
	
	
	
	
	
	
	
	

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ffaf65.white.png]
	PP7
	PP1-like protein serine%2Fthreonine phosphatase (959 aa)
	 
	 
	 
	•
	 
	 
	•
	•
	0.876

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.b2ab00.white.png]
	MAL8P1.150
	hypothetical protein, conserved (2166 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.851

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.bbff65.white.png]
	MAL13P1.278-1
	Ser%2FThr protein kinase (4044 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.847

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.0eb200.white.png]
	PFD1100c
	hypothetical protein, conserved (476 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.831

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65ffa3.white.png]
	PF10_0138
	hypothetical protein (1455 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.829

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.00b29d.white.png]
	PF08_0129
	protein phosphatase, putative (604 aa)
	 
	 
	 
	•
	 
	 
	•
	 
	0.788

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.65c7ff.white.png]
	PF11_0277
	hypothetical protein (350 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.788

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.001cb2.white.png]
	PF14_0173-1
	hypothetical protein (838 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.780

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.9665ff.white.png]
	PFL1435c
	myosin d (2231 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.774

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef7575.white.png]
	PF13_0090
	ADP-ribosylation factor, putative (224 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.772

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.ef9175.white.png]
	PF11_0464
	serine%2Fthreonine protein kinase (2075 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.772

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efad75.white.png]
	PF11_0060
	protein kinase (1620 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.770

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efc975.white.png]
	PF10_0348
	Erythrocyte membrane protein, putative (697 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.770

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.efe575.white.png]
	PF10_0156
	hypothetical protein (453 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.770

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.deef75.white.png]
	ASP
	apical sushi protein, ASP (731 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.770

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.c2ef75.white.png]
	PF10_0094
	tubulin-tyrosine ligase, putative (553 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.770

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.a6ef75.white.png]
	RON6
	hypothetical protein (951 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.764

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.8aef75.white.png]
	PF13_0326
	actin-depolymerizing factor, putative; Not involved in actin polymerisation, instead functions [...] (143 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.760

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef7c.white.png]
	CPK4
	calcium-dependent protein kinase 4; Calcium-dependent kinase that plays a central role in the s [...] (528 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.760

	[image: http://string-db.org/images/symbols/item_symbol.7251.P.75ef98.white.png]
	MAL7P1.119
	hypothetical protein, conserved (749 aa)
	 
	 
	 
	•
	 
	 
	 
	 
	0.756
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