Additional file 4: Fig. S2 - Spatial distance of CGIs to closest promoter regions 
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The histogram illustrates the spatial distance between promoter regions and CGIs (total number of CGIs outside of promoters = 22,036). We calculated it as the minimal distance between an annotated CGI and its closest annotated promoter (defined as 2kb upstream of TSS). The majority (78%) of CGIs was at least 10,000 nucleotides away from the next promoter. At such distance CGIs were not expected to have promoter-activity. 

