Additional file 2: Figure S1: O. marina encodes orthologs of meiosis-specific recombination genes. Aligned amino acid sites were analyzed by PhyML with an invarying and 8 (-distributed substitution rate categories and the LG substitution model. Numbers at the nodes indicate % bootstrap support (> 50%) from 1000 replicates. O. marina Spo11 is closely related to apicomplexan Spo11-2. 218 sites, LnL= –10981.3.
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