[bookmark: _GoBack]Table S4. Predicted maize MATE members clustered with citrate transporter from other plants, aminoacid sequence identity to SbMATE and the predicted physical position on the maize genome.

	Gene ID
	Gene Name
	Identity (%)
	Chromosome
	Position (Mbp)

	GRMZM2G163154
	ZmALS
	69.0
	1
	27.10

	GRMZM5G870170
	ZmMATE1
	52.6
	6
	5.87

	GRMZM2G080450
	
	39.0
	3
	57.08

	GRMZM5G890665
	
	38.0
	2
	152.91

	GRMZM2G065154
	
	20.2
	5
	71.70
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