
Signal-peptide MATURE PEPTIDE            PRO-PEPTIDE

1        10        20        30        40        50        60       70
|        |         |         |         |         |         | | aa %I E-value

KF770797|Megicin-18 mqlkkqlivifftyfivvneseaF-FGALFKLATKIIPSLFRKRKGRE-VMMKRDLEQLFDPYQRNLELDRLLKQLPNY 77 100 -
ADT89762.1|Marcin-18 mqfkkqlmviflayflvvneseaF-FGHLFKLATKIIPSLFRRKNQRSRSIMKRDLENLFDPYQRNLELDRLLKQLPNY 78 81 3e-35
E4VP50.1|Meucin-18 -------mviflayflvvneseaF-FGHLFKLATKIIPSLFQRKKERS--VMNRDLENLFDPYQRNLEMDRLLKQLRNY 69 79 2e-29

Signal-peptide MATURE PEPTIDE            PRO-PEPTIDE

1        10        20        30        40        50        60       70
|        |         | |         |         |         | | aa %I E-value

KF770813|MgibC9 mnkktllviffvtmliidevnsIRWGSLFKRVWKSKLARKLRSKGKSLLKDYANRVLSGGPEEEAAPPAERKR--- 73 100 -
D9U2B5.1|BPP6|NDBP6 mnkktllviffvtmlivdevnsFRFGSFLKKVWKSKLAKKLRSKGKQLLKDYANRVLNG-PEEEAAAPAERRR--- 72 85 8e-27
Q9Y0X4.1|BmK3|NDBP3.3 mnkktllviffvtmlivdevnsFRFGSFLKKVWKSKLAKKLRSKGKQLLKDYANKVLNG-PEEEAAAPAERRR--- 72 83 2e-26
ACJ23163.1|Tx297 mnkktllviffitmlivdevnsFRFGSFLKKMWKSKLAKKLRSKGKELLKDYANKVLNG-PEEEAAVPAERRR--- 72 79 1e-32
CCN80315.1|mauriporin mnkktllviffitmlivdevnsFKIGGFIKKLWRSKLAKKLRAKGRELLKDYANRVINGGPEEEAAVPAERRR--- 73 74 2e-32

|        |         |         |         |         |         | | aa %I E-value %I E-value
KF770812|MgibC8 mssktllvlllvgvlvstfftadaYLASMDFDNDALEELDNLDLDDYFDLEPADFVLLDMWANMLENSDFDDDFE-- 75 100 - 97 -
KF770816|Mgib253 mssktllvlllvgvlvstfftadaYPASMDFDNDALEELDNLDLDDYFDLEPADFVLLDMWANMLENSDFDDDFEY- 76 98 - 100 -
Q8N0N8.1|BmKa2|NDBP6.2 mssktllvlllvgvlvstfftadaYPASMDNYDDALEELDNLDLDDYFDLEPADFVLLDMWANMLESSDFDD-ME-- 74 93 2e-25  94 1e-26
ABR21065.1|Pep-6 mssktllvlllvgvlvstfftadaYPA-MDNYDDALEDLDNPDLDDYFDLEPADFVLLDMWANMLESSDFDD-LE-- 73 89 2e-21  90 1e-22


