Reads with compatible prediction

Mutation rate: 2

10

10

Mutation rate: 4%

108 Mutation rate: 6%

Mutation rate: 9%
104 ttation rate: 9%

Vidjil - IgBlast
IgBlast - HighV-QUEST
— Vidjil - HighV-QUEST

Reads with compatible prediction

Vidjil - IgBlast
IgBlast ~ HighV-QUEST
— Vidjil - HighV-QUEST

Reads with compatible prediction

Vidjil - IgBlast
IgBhst - H.gw QUEST
V-QUEST

Reads with compatible prediction

Vidjil — gBlast
IgBlast — HighV-QUEST
— Vidjil - HighV-QUEST

0 B 0 [
Distance between the predicted junction centers

Distance between

0 i3
the predicted junction centers

Distance between the predicted junction centers

o 5 o 5

Distance between the predicted junction centers



