	Gene names
	Primers
	Oligonucleotide
	Fragment length

	sucrose-phosphate synthase
	forward
	5’-TGGTGGTGGAAATCCAGTCT-3’
	134 bp

	
	reverse
	5’-GCTTGTCTCGTCCAAGTGAGT-3’
	

	trehalose 6-phosphatase
	forward
	5’-ACGATCAACGCCTAACATTACC-3’
	150 bp

	
	reverse
	5’-CAGGGAAAGCTGACTCGTGTA-3’
	

	beta-D-xylosidase 4
	forward
	5’-GGAGATGGACTAAGCTATTCCCAA-3’
	132 bp

	
	reverse
	5’-GGTCTGTTCAGAGGCAAGAACT-3’
	

	glucose-1-phosphate adenylyltransferase
	forward
	5’-CTCAACCCCGTATTCCAGTCTA-3’
	150 bp

	
	reverse
	5’-ATCTTCACTTCTCCCCGATTTC-3’
	

	polygalacturonase
	forward
	5’-TGACTCCTTGTACTGAGCCAGA-3’
	127 bp

	
	reverse
	5’-CTGGGAAGAGATAACAGCAAGG-3’
	

	beta-fructofuranosidase
	forward
	5’-CCTCCTCAAGTGGGTCAAATAC-3’
	107 bp

	
	reverse
	5’-CTTCAGAAGTTTTCCAGGCTGT-3’
	

	protein phosphatase 2C-1
	forward
	5’-CTGTGAGTGAAATTCAGACGGT-3’
	107 bp

	
	reverse
	5’-CAGGCAAAAGCTAGTACGAACA-3’
	

	protein phosphatase 2C-2
	forward
	5’-GGGATGTTTTGTCTGGTGACTT-3’
	107 bp

	
	reverse
	5’-CCAGCTCCTTCATCTTTGATCT-3’
	

	YABBY-1
	forward
	5’-GTCACAGTGTCCAGCATCCTCT-3’
	194 bp

	
	reverse
	5’-ACCCTCCACTGCAATCAACCAT-3’
	

	YABBY-2
	forward
	5’-CGCCCGTTAGTCTTCTTCACCA-3’
	174 bp

	
	reverse
	5’-AGTCCCCTCTGCATACAATCGA-3’
	

	actin8
	forward
	5’-ACGCCATCCATAGACTTGACTT-3’
	127 bp

	
	reverse
	5’-CGCTCTTTGATGTCTCTAGCAA-3’
	


