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	Genome location
	1st sequencing
(119,428 bp )
	2nd sequencing
(119,128 bp )
	ORF

	76,197
	1 nt deletion (G)
	
	

	114,098
	1 nt insertion (G)
	
	

	98,197
	
	nucleotide error  (TC)
	-

	98,215
	
	nucleotide error  (AG)
	-

	98,219
	
	nucleotide error  (AG)
	-

	18,025
	24 nt deletion TTGGTTTTGTAATTCATTAGTTTG
	
	Pif-2
(in frame)

	33,098
	18 nt deletion
AGGGAGAAAGAGAGAGAG
	467  nt deletion
	

	82,780
	168 nt deletion
	89 nt deletion
	Zonadhesin
239294 aa


“” = nucleotide sequence is correct
“” = sequence error is not in predicted ORF
“-“ = sequence error does not effect to the ORF prediction



