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	1st high-throughput sequencing
	2nd high-throughput sequencing
	Sanger sequencing

	Raw data
	F1 : 1,871,268
R2 : 1,871,268
	F1 : 5,371,230
R2 : 5,371,230
	-

	Total counts
	3,742,536
	10,742,460
	-

	Mapping counts
	1,039,052
	906,658
	-

	Mapping rate
	27.76%
	8.44%
	-

	Single contiguous contig (nt)
	119,426
	119,128
	119,638




