Table S4. Comparisons of different ORFs prediction results by DNAMAN, FGENESV0, GLIMMER3 and GeneMarkS software.
	Software
	Number of ORFs
	Plus strand
	Minus strand
	Parameter

	DNAMAN
	216
	115
	101
	Coding more than 50 aa

	FGENESV0
	104
	53
	51
	Standard code and circular genome type

	GLIMMER3
	104
	54
	50
	Standard code and circular genome type

	GeneMarkS
	97
	50
	47
	Intronless eukaryotic-virus
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