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Figure S1 HTE occurrence matrix under different assay types and conditions. Up-
(red cells) and down-(green cells) regulation in microarray experiments. Presence (blue
cells) in STM or antigenome assays. Response to temperature: A, B and D genes
enhance expression at 33°C, 40°C and 21°C, respectively [1]. Conditions in orange
involve more than 500 genes, a fact that was considered to calculate the HTE-score.
Only conditions affecting members of the protein list of this work and genes with HTE
scores>( are shown. For further details see Methods and Additional file 3: Table S3.
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