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	Sample
	Raw reads
	Aligned with Tophat2 
	Aligned to protein coding genes (%)

	C48-I
	13,776,211
	7,192,033
	311,510 (4.3%)

	C48-II
	13,387,306
	7,456,455
	251,438 (3.4%)

	I48-I
	18,401,144
	10,597,188
	381,452 (3.6%)

	I48-II
	11,770,175
	7,211,653
	317,494 (4.4%)

	I144-I
	11,195,513
	4,625,009
	420,346 (9.1%)

	I144-II
	10,872,026
	4,951,121
	267,735 (5.4%)
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