
647106111R 
Cell envelope-
associated LytR-
CpsA-Psr 
transcriptional 
attenuators 

+ - -  
712 TGTTGGCCATTCCTGTGCGAGT 

647106112F 
 

Putative ATP-
dependent 
protease 

+ - -  
766 

 
GCCCCCTTTCCTCCACCGGA 

647106112R 
 

Putative ATP-
dependent 
protease 

+ - -  
766 

 
GTGCAAAAGCAGTGCGGAGGG 

647107190F CRISPR-
associated protein 
Cas1 

+ - -  
500 

 
TCCGAAGAAGGTCGTACAGTTGCG 

647107190R CRISPR-
associated protein 
Cas1 

+ - -  
500 

 
TTGGCACGTCCATAACGCTCACC 

647107615F 
Hypothetical 
protein 

+ + -  
535 

 
GATGCTCGAGCCGCCTGGG 

647107615R 
Hypothetical 
protein 

+ + -  
535 

 
CCTCTTGGGGGCCCACCTCC 

647107647F 
N-linked 
Glycosylation in 
Bacteria 

+ + -  
989 

 
TGCGGGTGGGTCAATAGGTGC 

647107647R N-linked 
glycosylation in 
bacteria 

+ - -  
989 

 
TTCCTTGACGCCCTGCTGCC 

647107590F 
Restriction-
modification 
system, 

+ 
- -  

614 
 
TGGGGTTGAGTGGTTGGGGGA 

647107590R 
Restriction-
modification 
system, 

+ 
- - 614 TGGGGACCTCCTCGCGAACG 

!


