Additional file 4 Initial iterations discarded as burn-in from each Bayesian analysis.
	1 - π
	CWT
	CFAT
	CONF
	CULL

	1 - pSSR/2
	107,000
	126,500
	102,500
	192,000

	1 - pSSR
	122,000
	102,000
	163,500
	109,500

	1 - pSSR*2
	277,000
	77,000
	211,500
	54,000

	6.25×10-5
	132,000
	63,500
	58,000
	65,000

	1.25×10-4
	135,500
	74,500
	58,500
	136,500

	2.5×10-4
	213,000
	99,500
	102,000
	182,500

	5.0×10-4
	175,000
	128,500
	60,000
	83,500

	1.0×10-3
	52,500
	130,500
	90,000
	131,500

	2.45×10-3
	57,500
	94,500
	120,500
	69,500

	1.0×10-2
	106,000
	121,000
	73,000
	50,500

	5.0×10-2
	51,500
	150,500
	195,000
	156,000


(1 – π) = prior proportion of SNPs assumed to be associated with a trait; pSSR = the proportion of SNPs not significant from single SNP regression analysis. One minus this value is the prior proportion of SNPs assumed to be associated with each trait; CWT = carcass weight; CFAT = carcass fat; CONF = carcass conformation; CULL = cull cow carcass weight

