	Segment (Gene)
	MiSeq 1
	MiSeq 2
	MiSeq 3
	PGM 1
	PGM 2
	PGM 3

	1 (PB2)
	44
	58
	53
	2
	2
	2

	2 (PB1)
	60
	55
	68
	2
	4
	4

	3 (PA)
	40
	30
	33
	2
	0
	2

	4 (HA)
	35
	40
	45
	3
	3
	1

	5 (NP)
	51
	40
	44
	8
	5
	6

	6 (NA)
	29
	39
	32
	1
	2
	0

	7 (M1/M2)
	31
	38
	33
	2
	1
	3

	8 (NS1/NS2)
	18
	22
	15
	1
	1
	1


a: Statistics for one of two independent libraries at low stringency parameters





