
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
Additional File 1 Supplementary Figure 1: Coverage distributions by predicted site size for 
all tested enzymes.  
Predicted sites with sequencing coverage were binned first by size and then by depth of coverage for all 
enzymes tested with A) maize and B) rice. All sites with depths of coverage > 100x were binned at 100x.	
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