
 
 
 

 
 
 

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

Sites in Non-Genic Regions

Upstream      Downstream

Upstream      Downstream

Upstream      Downstream

Upstream      Downstream

D
iff

er
en

ce
 in

 b
as

e 
fra

ct
io

n 
be

tw
ee

n 
co

ve
re

d 
an

d 
 p

re
di

ct
ed

 s
ite

s

Sites in Genic Regions

2bp upstream or downstream of enzyme recognition motif
1bp upstream or downstream of enzyme recognition motif
Mean value for 3-12bp upstream or downstream of enzyme recognition motif

MlyI AluI

Upstream      Downstream

Upstream      Downstream
RsaI

Upstream      Downstream

Upstream      Downstream

DraI* *Ő

*
Ő

Motif allows CpG, CpNpG sensitivity
Motif allows CpNpG sensitivty

A T C G A T C G A T C G A T C G A T C G A T C G A T C G A T C G

A T C G A T C G A T C G A T C G A T C G A T C G A T C G A T C G

a



 
 
 
 
 
 

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

D
if
fe

re
n
c
e
 i
n
 b

a
s
e
 r

a
ti
o
 b

e
tw

e
e
n
 c

o
v
e
re

d
 a

n
d
  
p
re

d
ic

te
d
 s

it
e
s

Sites in Genic Regions
HincII

2bp upstream or downstream of enzyme recognition motif

1bp upstream or downstream of enzyme recognition motif

Mean value for 3-12bp upstream or downstream of enzyme recognition motif

HaeIIIStuI

Motif allows CpG, CpNpG sensitivity

Motif allows CpNpG sensitivty

*
Ő

EcoRV
**Ő

*

Sites in Non-Genic Regions
Upstream      Downstream Upstream      Downstream Upstream      Downstream Upstream      Downstream

Upstream      Downstream Upstream      Downstream Upstream      Downstream Upstream      Downstream

A T C G A T C G A T C G A T C G A T C G A T C G A T C G A T C G

A T C G A T C G A T C G A T C G A T C G A T C G A T C G A T C G



 
 

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1.6

1.8

2

Sites in Non-Genic Regions

Upstream      Downstream

Upstream      Downstream

Upstream      Downstream

Upstream      Downstream

D
iff

er
en

ce
 in

 b
as

e 
fra

ct
io

n 
be

tw
ee

n 
co

ve
re

d 
an

d 
 p

re
di

ct
ed

 s
ite

s
Sites in Genic Regions

2bp upstream or downstream of enzyme recognition motif
1bp upstream or downstream of enzyme recognition motif
Mean value for 3-12bp upstream or downstream of enzyme recognition motif

MlyI AluI

Upstream      Downstream

Upstream      Downstream
RsaI

Upstream      Downstream

Upstream      Downstream

DraI* *Ő

*
Ő

Motif allows CpG, CpNpG sensitivity
Motif allows CpNpG sensitivty

A T C G A T C G A T C G A T C G A T C G A T C G A T C G A T C G

A T C G A T C G A T C G A T C G A T C G A T C G A T C G A T C G

b



 
 
 
Additional File 4 Supplementary Figure 4: Inferred methylation sensitivity of restriction 
enzymes.  
Methylation sensitivity was inferred through changes between predicted and covered sites one to two 
bases upstream and guanine one to two bases downstream for A) maize and B) rice. Error bars represent 
two standard deviations based on nucleotide ratios three through twelve bases upstream and downstream.	
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