Additional file 1. The training dataset of experimentally confirmed AuxRE sites used in the bioinformatical analysis. 
	#seq
	 Sequence*
	Description**
	TSS, CRS, Strand***
	References

	1
	caaaggcaagctaagttgtcggtagcaacatcaacagattt aaagaatggTGTCTCcttatagggg tgacaagaatgggacatattcacctaccatttggtctgga
	Pisum sativum, Ps-IAA4/5
	-159
	-254
	 -
	[1]

	2
	ctcaaccatccaaattccagaccaaatggtaggtgaatatg tcccattctTGTCACccctataagg agacaccattctttaaatctgttgatgttgctaccgacaa
	Pisum sativum, Ps-IAA4/5
	-173
	-268
	 +
	

	3
	attaaaacccaataaattagaagtctcatgttgcagtctcc attattgatTGTCTCcttagaatcc aacatgtgaccctccattgtctaccattcacaccctttgg
	AT2G42430 (LBD16)
	-762
	-986
	 +
	[2]

	4
	atatttctgatattttcgtatcatttaaaatgaaaatttca tcattattcTGTCTCaaactacaac atcttgatggtaaaaaattttatcgcatagcagttgtgga
	AT3G58190 (LBD29)
	-612
	-672
	 -
	

	5
	cctgaccctacgtactgttcaaatatatcatataccagacg tttgtccatTGTCTCtatatatcgt tggcacattttcttttacatgttagaaatataagttaaag
	At3G58190 (LBD29)
	-1373
	-1443
	 +
	

	6
	gacacatctggacccacatgtcggccaccatgcaccatccc tggccctcgTGTCTCctcaataagc tacacaatttgaaacatacacgcaatcctttgtctcaata
	Glycine max, X60033 (GH3-D1)
	-173
	-330
	 +
	[3]

	7
	ctcgtgtctcctcaataagctacacaatttgaaacatacac gcaatccttTGTCTCaataagttcc actcaggtactgttttctcccgcaaccatgacgtaattct
	Glycine max ,X60033 (GH3-D4)
	-127
	-284
	 +
	

	8
	tttgcttgtaaaattacagaattaacgcaggggttttaatt gctgcttatTGTCTCattcagtcat ttgccgaccaaccaacataaatctcaatataatgagttca
	AT1G12980 (DRN/ESR1)
	-1105
	-1178
	 +
	[4]

	9
	gacagaagcaataaataaaaaacaagcttctgatacatgaa atacatataTGTCTCatacatacgt ttagacaaacctgaaatgtcctcttcgtacaataatatcc
	AT1G12980 (DRN/ESR1)
	-720
	-793
	 +
	

	10
	ggagagaaatggagaaggattagggccaggggattaaaaaa aatcgatctTGTCTCcccaatgggc aaccagctccattattttgagctcttctccttctttgttt
	Oryza sativa, AAN87738 (CRL1)
	
	-173
	 -
	[5]

	11
	taaattaatcattgtctttgcttcaaagccaatcctatgag actttgtctTGTCTCcaacttgtat ataagctctattcctctactctgtttcacaccatctcttc
	AT4G35350 (XCP1)
	-42
	-88
	 +
	[6]

	12
	tgaattaaaatgaagaaaaaaaagaatgagaaaaagtgaga agtggtggtTGTCTGgtattaaggg tactcacttctctccttttcaacacagcccgacacacatg
	AT4G32880 (ATHB8)
	-143
	-946
	 +
	[7]

	13
	gttaaacattctctttcctccacgtatatatatatactctt cgtaactctTGTCTCtcttctcttc gtctagttaaaactctcggagctcctttcagttctcgggt
	AT1G31880 (BRX, site A)
	-13
	-2327
	 +
	[8]

	14
	tcccttggcctgtcaaatgtatcgtgaccaaaacccgaccc ggtttcagcTGTCTCaaaccaatca gaaaccgccacgtattctacttccaccacacgtaagccat
	AT1G31880 (BRX, site B)
	-246
	-2560
	 +
	

	15
	atctaaaggcgatgagtgatgtgtttatgtcttgtcagaaa acgtaatatTGTGTCttcacggtca taatctttttagggacccaattttctttgattttacgatc
	AT1G74900 (ARR15)
	
	-896
	 -
	[9]

	16
	cacatggctttgggttgtagatactaaaccaagaacaaatc aataaatggTGTCTGagaagttagt gtctaatgatgtcctacatgataacttcattggggcttat
	AT4G38850 (SAUR15, site A2)
	-146
	-253
	 -
	[10]

	17
	agttgaatcaaaagtgaagtctctctatcttctctctctat caagctcatTGTCTCtctatttata acaacacttcacttccattctcaaacagcaccatcatctt
	AT5G18560 (PUCHI)
	-68
	-154
	 +
	[11]

	18
	cggtcataatctttttagggacccaattttctttgatttta cgatcctttTGTCTGctctttcttt ctatctgacaatgactactctcctctctttttatctttcg
	AT1G74900 (ARR15 box A)
	
	-836
	 -
	[9]

	19
	ccacatgtctgcccaaaactagccaaagattacgtgaccgc ggtccctctTGTCCCctgtctcggt ctaacgataacaaaccgagcccacttttatgtcgacgtgg
	AT2G23170 (GH3.3)
	-118
	-180
	 +
	[12]

	20
	gtgtaaattaattgtaatctatgttgcatccgatgctagct atataatgtTGTCTGtagaatcaag tttctaaaatgttcaaaaggaaaagttagaaaaatatcta
	AT5G13790 (AGL15)
	-1143
	-1185
	 +
	[13]

	21
	ctatatatacacatgtgtatgcattatcaaatgggatgttt gtgacctttTGTCTCttcttctcta aaattctctttctcccaaaaactaaaaaaccaaaaaaacc
	AT3G25710 (TMO5)
	+22
	-59
	+
	[14]

	22
	cctaaactccataacctgtttcaccgataaagtgcctttgc ttctatctcTGTCACtcttactact tgttgaacaatattctacaaaaaaatgtcgggaagaagat
	AT1G74500 (TMO7)
	+116
	-37
	 +
	

	23
	caccgttcccggatattactaaccttgaagtggcttgttcc ccggagcacTGTCTCttccctgtca atttctataaaaataacaataatcttccttttttcttgtt
	AT5G19040 (IPT5)
	-141
	-174
	 -
	[15]

	24
	actctcacttgtatctgaaagaaaaactaaaaataaagtgg aggagagatTGTCTCtatagctttt tgcaaaagagaaacaaaaaaaaaaacgaacgtacgtgtga
	AT4G39400 (BRI1)
	-981
	-1147
	 -
	[16]

	25
	agacaacatagctatagtttcatagactttcttcaaacaag agaacctcgTGTCCCacacttaact acacttaactacctgtttgttttaaaaagttaaaatgact
	Withania_somnifera, FM956482 (a206)
	+1195
	+876
	 +
	[17]


*     the blanks mark the central fragments of AuxRE 25nt in length, which we used to train oPWM & SiteGA recognition models; the caps letters denote the AuxRE core;
**   gene name (AGI for A.thailana, for other species the name and EMBL AC);
*** positions relative to transcription start site (TSS) and coding region start site (CRS), direct (+) or reverse (-) orientations; the absence of position relative to TSS denotes that only CRS position is known for a gene.
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