Annotation Cluster 1 Enrichment Score: 3.41 ~ Count | P_Value

] GOTERM_MF_FAT pheromone receptor activity RT a— 5 9.4E-6

7] SP_PIR_KEYWORDS receptor KT e g 7.6E-4

= GOTERM_BP_FAT G-protein coupled receptor protein — :

] signaling pathway RT —_— 8 7.6E-4
: GOTERM_BP_FAT cell surface receptor linked signal e

] transduction RT _—— 3 4.2E-3

Additional file 2, Peixoto et al.



