#107250 ANTERIOR SEGMENT MESENCHYMAL DYSGENESIS; ASMD

OMIM Gene ID | HGNC | UniProtAC

601094 FOXE3 | Q13461
602669 PITX3 | O75364

Table 1: OMIM - UniProtAC mapping

Legend

e N1: #input proteins associated to the significant GO term

e N2: #proteins associated to the significant GO term

e P-value: Bonferroni-corrected p-value of Fisher’s exact test

e red: go terms not related to the input proteins

e blue: go terms related to the input proteins (enriched uniquely by network-based method)

e green: go terms ancestors of terms enriched with the standard method (enriched uniquely by network-based method)



1 Standard enrichment

GO Term | N1 N2 | P-value | Description
G0:0048468 | 2 855 | 0.0466449 [ cell development

Table 2: Overrepresented GO terms with the standard enrichment

2 Network-based enrichment

No nowvel enriched terms



