#127750 DEMENTIA, LEWY BODY; DLB

OMIM Gene ID | HGNC | UniProtAC

163890 SNCA P37840
602569 SNCB Q16143
606463 GBA P04062

Table 1: OMIM - UniProtAC mapping

Legend

N1: #input proteins associated to the significant GO term

N2: #proteins associated to the significant GO term

P-value: Bonferroni-corrected p-value of Fisher’s exact test

red: go terms not related to the input proteins

blue: go terms related to the input proteins (enriched uniquely by network-based method)

green: go terms ancestors of terms enriched with the standard method (enriched uniquely by network-based method)



1 Standard enrichment

GO Term | N1 N2 | P-value | Description

GO:0042417 | 2 35 0.00132999 | dopamine metabolic process

GO:1901615 | 3 621 0.00235393 | organic hydroxy compound metabolic process

GO:0006584 | 2 53 0.00307923 | catecholamine metabolic process

GO:0009712 | 2 53 0.00307923 | catechol-containing compound metabolic process

GO:0043086 | 3 1047 | 0.0113036 negative regulation of catalytic activity

GO:0018958 | 2 128 0.0181385 phenol-containing compound metabolic process

GO:0044092 | 3 1284 | 0.0208593 negative regulation of molecular function

GO:0050808 | 2 184 0.037534 synapse organization

GO:0051585 | 1 1 0.0422065 negative regulation of dopamine uptake involved in synaptic transmission
GO:0051621 | 1 1 0.0422065 regulation of norepinephrine uptake

GO:0051622 | 1 1 0.0422065 negative regulation of norepinephrine uptake

GO:0051945 | 1 1 0.0422065 negative regulation of catecholamine uptake involved in synaptic transmission
GO:0070494 | 1 1 0.0422065 regulation of thrombin receptor signaling pathway

GO:0070495 | 1 1 0.0422065 negative regulation of thrombin receptor signaling pathway

GO:1903282 | 1 1 0.0422065 regulation of glutathione peroxidase activity

GO:1903284 | 1 1 0.0422065 positive regulation of glutathione peroxidase activity

GO:1903285 | 1 1 0.0422065 positive regulation of hydrogen peroxide catabolic process

GO:2000470 | 1 1 0.0422065 positive regulation of peroxidase activity

GO:1901617 | 2 203 0.0456938 organic hydroxy compound biosynthetic process

Table 2: Overrepresented GO terms with the standard enrichment

2 Network-based enrichment

No nowvel enriched terms



