#205950 ANEMIA, SIDEROBLASTIC, PYRIDOXINE-REFRACTORY,
AUTOSOMAL RECESSIVE

OMIM Gene ID | HGNC | UniProtAC

609588 GLRX5 Q86SX6
610819 SLC25A38 | QI96DW6

Table 1: OMIM - UniProtAC mapping

Legend

e N1: #input proteins associated to the significant GO term

e N2: #proteins associated to the significant GO term

e P-value: Bonferroni-corrected p-value of Fisher’s exact test

e red: go terms not related to the input proteins

e blue: go terms related to the input proteins (enriched uniquely by network-based method)

e green: go terms ancestors of terms enriched with the standard method (enriched uniquely by network-based method)



1 Standard enrichment

No enriched terms

2 Network-based enrichment

GO Term | N1 N2 | P-value | Description
GO:0006783 | 1 43 | 0.049016 | heme biosynthetic process

Table 2: Overrepresented terms with the network-based enrichment. Only terms not detected with the standard method.



