#220290 DEAFNESS, AUTOSOMAL RECESSIVE 1A; DFNBIA

OMIM Gene ID | HGNC | UniProtAC

121011 GJB2 P29033
603324 GJB3 075712
604418 GJB6 095452

Table 1: OMIM - UniProtAC mapping

Legend

e N1: #input proteins associated to the significant GO term

e N2: #proteins associated to the significant GO term

e P-value: Bonferroni-corrected p-value of Fisher’s exact test

e red: go terms not related to the input proteins

e blue: go terms related to the input proteins (enriched uniquely by network-based method)

e green: go terms ancestors of terms enriched with the standard method (enriched uniquely by network-based method)



1 Standard enrichment

GO Term | N1 N2 | P-value | Description

GO:0007605 | 3 175 6.17304e-06 sensory perception of sound

GO:0050954 | 3 180 6.72065e-06 sensory perception of mechanical stimulus
GO:0007600 | 3 586 0.000234603 | sensory perception

GO:0050877 | 3 1063 | 0.00140358 neurological system process

GO:0007154 | 3 1103 | 0.00156823 cell communication

GO:0003008 | 3 1588 | 0.00468378 system process

GO:0048608 | 2 406 0.0216607 reproductive structure development

Table 2: Overrepresented GO terms with the standard enrichment

2 Network-based enrichment

GO Term | N1 N2 | P-value | Description
G0O:0003006 | 3 2335 | 0.0288869 | developmental process involved in reproduction

Table 3: Overrepresented terms with the network-based enrichment. Only terms not detected with the standard method.



