#226400 EPIDERMODYSPLASIA VERRUCIFORMIS; EV

OMIM Gene ID | HGNC | UniProtAC

605828 TMC6 Q77403
605829 TMCS8 Q8IU6S

Table 1: OMIM - UniProtAC mapping

Legend

N1: #input proteins associated to the significant GO term

N2: #proteins associated to the significant GO term

P-value: Bonferroni-corrected p-value of Fisher’s exact test

red: go terms not related to the input proteins

blue: go terms related to the input proteins (enriched uniquely by network-based method)

green: go terms ancestors of terms enriched with the standard method (enriched uniquely by network-based method)



1 Standard enrichment

GO Term | N1 N2 | P-value | Description
GO:0032460 | 1 10 0.0238426 | negative regulation of protein oligomerization
GO:0055069 | 1 14 0.0333779 | zinc ion homeostasis

Table 2: Overrepresented GO terms with the standard enrichment

2 Network-based enrichment

No novel enriched terms



