#261100 MEGALOBLASTIC ANEMIA 1

OMIM Gene ID | HGNC | UniProtAC

602997 CUBN 060494
605799 AMN QIBXJ7

Table 1: OMIM - UniProtAC mapping

Legend

N1: #input proteins associated to the significant GO term

N2: #proteins associated to the significant GO term

P-value: Bonferroni-corrected p-value of Fisher’s exact test

red: go terms not related to the input proteins

blue: go terms related to the input proteins (enriched uniquely by network-based method)

green: go terms ancestors of terms enriched with the standard method (enriched uniquely by network-based method)



1 Standard enrichment

GO Term | N1 N2 | P-value | Description

GO:0015889 | 2 7 1.97543e-06 cobalamin transport
GO:0009235 | 2 21 1.97543e-05 cobalamin metabolic process
GO:0051180 | 2 50 0.000115234 | vitamin transport
GO:0042157 | 2 87 0.000351909 | lipoprotein metabolic process
G0O:0033013 | 2 99 0.000456326 | tetrapyrrole metabolic process
GO:0006767 | 2 109 | 0.000553686 | water-soluble vitamin metabolic process
GO:0006766 | 2 148 | 0.00102328 vitamin metabolic process
GO:0006898 | 2 279 | 0.00364806 receptor-mediated endocytosis
GO:0006897 | 2 537 | 0.013538 endocytosis

GO:0071705 | 2 691 | 0.0224254 nitrogen compound transport

Table 2: Overrepresented GO terms with the standard enrichment

2 Network-based enrichment

No nowvel enriched terms



