#603932 INTERVERTEBRAL DISC DISEASE; IDD

OMIM Gene ID | HGNC | UniProtAC

120260 COL9A2 | Q14055
120270 COL9A3 | Q14050
120280 COL11A1 | P12107
188061 THBS2 P35442
603489 CILP 075339
608135 ASPN QIBXN1

Table 1: OMIM - UniProtAC mapping

Legend

e N1: #input proteins associated to the significant GO term

e N2: #proteins associated to the significant GO term

e P-value: Bonferroni-corrected p-value of Fisher’s exact test

e red: go terms not related to the input proteins

e blue: go terms related to the input proteins (enriched uniquely by network-based method)

e green: go terms ancestors of terms enriched with the standard method (enriched uniquely by network-based method)



1 Standard enrichment

GO Term | N1 N2 | P-value | Description

GO:0030574 | 3 78 2.38358e-05 | collagen catabolic process

G0O:0044243 | 3 84 2.98434e-05 | multicellular organismal catabolic process
GO:0032963 | 3 96 4.47184e-05 | collagen metabolic process

G0O:0044259 | 3 105 | 5.86396e-05 | multicellular organismal macromolecule metabolic process
GO:0044236 | 3 112 | 7.12661e-05 | multicellular organismal metabolic process
GO:0022617 | 3 117 | 8.13133e-05 | extracellular matrix disassembly
GO:0022411 | 3 404 | 0.00335173 cellular component disassembly
GO:0030198 | 3 486 | 0.00581353 extracellular matrix organization
G0O:0043062 | 3 487 | 0.0058492 extracellular structure organization
GO:0070171 | 1 2 0.0448266 negative regulation of tooth mineralization

Table 2: Overrepresented GO terms with the standard enrichment

2 Network-based enrichment

No nowvel enriched terms



