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Psyr2444_Psyr_23470811     41 LPLGRAIQVFEDPTGEATIESVSAAAHASAFKPVPPGTFNAGYSRSAFWLKVELTYRPTDASIHNDWLLELAYPPMDHIDFYGPDADGQ-PTRAWHTGDMLPFSS-RQFAQNNYLFQLDLP-PGQTRTLYMRIRSEGAVQAPLYLWST 185

PP4781_Pput_24986538       28 LPLGKAMQVYEDPDGNASIAQVSAPGFAKHFQPHHEDVLNAGYSTSVFWLKVELRPTAAPNAAPRSWLLELAYPPLDHLELYLPDSSGL-YRLAQRTGDALPYDS-RQIRQNNYLFELQLP-PGKVTTAYLRLHSQGSVQAPLALWSP 172

Pflu4318_Pflu_23062251     25 AAQGSGWSVLLDDQGNLQLSDIRSARYTNQFSPIELDRLTAAEPDGALWLRFRLAPG------KHEQVLRIFAPDLSHLNLYVLDGDR--LIEQRDTGTAQPQAE-RPLPSSDFMLPLPQ--SDKPLDVYLRLVSDHQLRPYITLQAA 161

PP4824_Pput_24986585       25 AEHDGGWTVLLDEQANLQLSDVRSERYRNQFSPLPLADLDAAPAGQALWLHYRLAPG------DQEQLLRVFAPDLSGLDLYALEGEQ--LLRQLHHGRQAGNAS-PTLRGSDHVLPLPN--SRQPLDIYLRLVSEHQLRPAISLEPA 161

PA3974_Paer_9950164        28 LPLGQSIDVFEDVRGSADINDITSRAIDSSFRRHDKDVLNAGYSRSVFWLRLDLDYRPVASSDPRTWLLELAYPPLDKLDLYLPDGQGG-YRLAQRTGDTLPFAS-RPIRQNNYLFELGLE-PNKPQRVYLRLESQGSIQAPLTLWSP 172

Magn8928_Mmag_23016342     44 QPLGGQWSALRDPSGTLRIEDVAQSEAAHGFAPL-PGNLAAGYDRGAWWLSAEIRRTADA---SADWLLEVEPAFLDEVTLFTGDGQG--GFRAVTIGDRVPFSA-RQLAYRTLVFRLHLP-DDLPLRVYLRIKSTSTISVSAQILSP 183

Mdeg0804_Mdeg_23026970     20 LVIQQGLAFLEDKSGALSFEDVQTR---GDWQLQASGNFSQGYNRSAWWLKFELLNTQQ----ANIWLLEVAYPILDYVTVYVGNPQG--VYTKVEMGDKLPFDS-RPIKHRNFLVPLDLT-KREPVTIYIRVASSSSVQFPLVLWEP 156

PA3462_Paer_9949605        32 LSLGAYAEYYRDAGGKARLGDILALPA-QAFAALRGDHANFGKNAAAWWFRVRLDNRNGA---DLAGFLEVNYPLLDDLKVYLLTADG--RIEQQESGDLFAFSQ-RPVQVRNFWFPLRLP-PGES-TLLLRVQSTSTVYLPLYFSTY 170

Mdeg0691_Mdeg_23026847     52 LELDNNFKLYEDVSASATIDDVAQVFEDEATTQFSVGDTNIGYSSSAWWVKLSFHNPQSA---PKEIILRQAYPLIDNLQLWTRSYES--HWSVKQYGDKFPFSH-REIYHREFLFPLIIP-ARSTKEYFLRYESEGSLDIALSIHEP 192

C83029_Paer_11350324       81 AWLNGSLDLLEDPDGNLAVEDLEQAEQAGRFVAA-AGRTSVGLSRSAWWLRLDLPRREAV---SGGWWLEVASASLHDLRLYLPDERG--GFREHRSGEAVPFAEGRDHAYRHPLFRIPP--GDGPLRVYLRSYDPGGNAFPLRLWSH 220

Chut0509_Chut_23135396     35 EIQPQFVEQLQDPAASYTIDQVSSPLFAAKFKATGETMLRNTNRQAAYWLKLRIINHTDK---SQQWLIESFNFRINEISCFLQTDS---GFTEVVEGDMYAFKQ-RSVGHKNFEFLLPN--DRDSIICYLRIKTKQPASFELFIRRF 173

Avin0379_Avin_23102206     42 LSLGPYTLYVEDRDADLDAAQVLAMPE-SAFRPVEGDQANLGQSRSAWWFRVDLQNARDQ---SLGGFLEVNYPLLDDVRLTVLTPDG--RQLQQESGDTRPPGM-RPVPIRNLWFPLELP-PGTS-TLLVRVKSSSAITIPLYFGTS 180

Chut1543_Chut_23136440     34 EWRKGNYAIYRDTVRNLPLSRILELQREGIFKKTTSDAPRLQSSRQDMWAKVIVYNGSLN---QTEWLIELYDFHIDEYDIYILQKDS--LYAHFTGGDLQPFHK-RKIEHKNFIHEIVFE-PHQLYTLFIRIHSRQSVAVNGVVRTF 174

PA4856_Paer_15600049       44 PSANQNWRLLRDESAQLRIADVLQRK--EQFRPLAKRSFIFPASPQAVWLQVQLPAQK-----VPSW-LWIFAPRVQYLDYYLVQDGQ--LVRDQHTGESRPFQE-RPLPSRSYLFSLPV--DGKPMTLYVRMTSNHPLMAWFDQIDE 178

Mmc12300_Msp_23000642      49 QSLQGHFQLLPAQATPLTIEQVIKPQITQQFLNINWGFAGGFQS-GERWLRVNLEREPDA---PSRWIIELGSALLDRLELYIPTPTPG-HYQRVVLGDHTPLNQ-RPMASRLYSVPLDLG-SAPQTTLYLRLQTLQMMTLFGTIWQE 189

Chut1592_Chut_23136490     31 IPIGGYSEIFTDPGNTHTIQDVIKT---GQFVAANSSTPNLGISPNAFWVKFTIQNQSD----ADKLLLEYDLPFIDEISVYEVDKDKNEVTGVHTSGDKYNFSN-REYDYQNYIFSIAIK-KNEIKDIYLFIKSGEQIVLPIMLGST 169

Chut3598_Chut_23138550     41 MKIDKGIMYFQDETNLLTINDIVSR---KDFIAVNQKVPNLGVTSSAQWLKITIKNTTD----VPKLLLKVDFPIIDEIEFYSFEDG---KMRIEKMGEYKDFSE-RRYNDPNYIYDITIK-NNQTQTYYLKIKSGEQIMLPITIGTP 176

Chut2183_Chut_23137079     34 SLSDNYITILEDTTAAFSITEVIAADSAQQFKQA-SYNFNI-HPASVYWIKFTVKNEGDV---FTQYVIENYYAHAKEFSVFYQEHG---KLFQQKTGEYVTYKN-RNFSHKNLVLDLPAPQAGNERTFYLKVYSGLYVNFNFVINNQ 172

Magn8953_Mmag_23016367     45 RPLDGYLTFLEDRESAFSIEDVARH---GVFEAV-TPRRPGLISGGTLWYRFTVKRTAGA---AEDWVLAFGEPDIDDVRVYVTKPGG--SFTETLLGRRLPARQ-LDVAVRLHAANLSLP-EEIPTTVYIRLSSLHKIRFEAAALWR 182

Chut0774_Chut_23135667     32 LNIGNKASIRIDTNQTYTIHQILSDT--PEYVYP-EAMPNLGLSSYVYWATFDLVNTS-----SENLILKFNQPLLNEITLYRTDGK---SLSEITYSESEPFLS-RKYYYPSYAFDMNAN-MGDTITYVLRFKSNEPIIFDVDIANQ 166

Chut0775_Chut_23135668     34 INIGNQAAIYADTNQTYTIHQILSGTP-KRIYS--SAMPNLGLSNHVYWATFNFVNIS-----PEKLILKFNQPLLNEVTLYRADGK---TLSEVTYSEKNVFFS-RKYYYPFYAFDMNAG-MGDTITYVLKFKSNEPIIFDVDIATE 168

Chut2463_Chut_23137358     49 YVVRKYAEYYEDQQRGKKITEIAGKVPFKKISEK-DLDFTNNNLTSAYWLHFYVVNHTPD---LTDFIIEMYDYDINEVDLYIKDSKG--SFIEKKSGLDFPFDT-RDFAHKNICFKLSIP-LADTTEVYMRLYSSSINVFEPVIKTH 188

Avin0870_Avin_23102702     57 LDLHPHLQLLHDPGGRLQAEEVMASGQ-AFAPAAGRHDLNFGYTRDIVWLRLDLESRAKE---VREWQIEFLYPSLDRIELFGIGE------APLLGGDRVPAGQ-RDSPHLSPAFSVRLA-PGERRSLFFRTQSSGTLTLDAQLWES 192

Rrub0628_Rrub_22966033     27 ADHILARAFLEDPAGVLTIDEVAR----GDFTPF-GPNFSKGYTQSVYWVRLLVRASAA----PEKTVLFIRPSFLNEVRLFYRDRASPDGWATRVSGNRYPFSE-RDRKSVALGFVVDV--THPQEEFYLRIKTNTQMQIDVQAVSP 162

Chut2884_Chut_23137778     42 YVDEKSQVCIIDSSNFQEWNPVNR----MSYPPTSKFFRNRSID-HAAWYTFKITNTSRT---ALEWYLVSYNYSIDEIDLTTVSDAG-QTEEFQFRDTTSIYN--RIIKHKQPVFKVSLK-ANETKTYYLRLKNESTYNYVFALYSH 177

Chut2495_Chut_23137390     54 PLRSGLIHVFEDTDNSCTSVESVQT---KTFRPANSYFFSTPNPSSTYWGKFILTDNSSI---NNHWFFISYNYSIDSLDIFAFKKSTLQFHKKYRFGSPNETT--KEIRHKNFTVDFPVS-KNDTLTVYIKLKNKNATQYDFALVEH 192

Rrub0627_Rrub_22966032     15 EDLVVSRAYIEDPGGVLSIDDVVSR---AAVPF--DAVLSKGFSASVYWVRLRVRAPEA----GARTVLLISPSFLNDVRLFRRDPKAAQGWEVRVTGNLHPFAE-RERKAVSLSFVVGV--SPPQEDFYFRIKTRSPMTFEVQALSV 150

Avin3704_Avin_23105533     61 LVLQPWLRVFEDARADMSLEQILALPE-ERLSAATAHLLAPGYSRSAFWLRLELENRTGQ---ACQWWLFPGSARARDMILHQQEAG---GWSRQVAGAWHPLAE-WTMPTRLPAFEVGLP-AGTSKVLWLRLASDYAFVMQPMLLSH 199

XF0986_Xf_9105918          65 AQSLMLERLDDDPPAHEVLAGVYDA---MLRPNDTGGASIYETARHPVWWRIRADRQISA---AGQPKLQIEFPYLNWVEAWVPGRSV--PSRHAIYGAAAD----RRYATRALVIDLPEG-LPQGRAVWLRVHAQSTIPMPVSIVSN 199

Avin2657_Avin_23104497     42 GAPNGDWRILLDESASLTLKDVIERR--DHFAPL-GHRSLTLPANQAAWLRVSIAGHD-----TPRW-IWVFAPRVDRVDFFLTNRGA--TERRIETGAMLPDG--LSTSGQAHLFDLPT--DQTTREVWLRLAPRQAAPAWFDYVDT 174

Pflu4190_Pflu_23062112     27 LPLGRSLQVFEDPSGQASIADVRAQAAAGNFKPHDKATLNAGYSRSAFWLKIDLHYRPTNPSAQRSWLLELAYPPLDHLDLYLPDAAGD-YRLVRQTGDAC-----RSPVAKS-ARTITCS-TWRSSRISSEPFICGCPAKARSRRR- 165

LA3996_Lint_24198039       36 SLSFFVYYFSSDSDENFRERIFAKDSS-LSFQNIPAEVFSLGFTSNTVWFYIPLKNDTEK---DYRGEFEIFNSYLEEVDIFYRYGSKD-SIHEILAGTS------RVYEKSFPALNFYLR-PGEEIQIVCKIKSGTPMRIPIVLESE 171

SO4207_Sone_24350618       36 NLMPWLTVTHLNTTSELADIQALPK---TKWHQF-TSGDIQRLSQHNFWLTFSIQSGDE----SLSRILALDNPLLDKVTLYHLVGNQ--LINTTYMGDTLPYQQ-RPLLSNIFLYPFKIN-ANEQHTFYLHIETEGNAAVPINLWSA 171

LA3986_Lint_24216685       39 ICEFDQIEFALDPDLSNEVPKEPKKS--LVFLPKENSFLKLGFIKESVWIRFNIKQYP-----RSRCFLRIPQVTLDGAALFAK-------SSVQITGDRFRYSE-RFVDDYYVFYPLEPLDIQKEKNQYYLWIKTSSIINFPIFLES 171

LA4269_Lint_24216967       42 NISSLIEYRYRGQQFAGCSPEHIDGLEDLEWHQIPTEVLRVKRTPFGNWLRFSVKNSEST---IQSRILLLGWLNVPDTQLCFFDKSG--KFVSARSGYSNDIED-EKILTNLPHFRIDLE-PNENRIFYLFVLSNEDINYRIQIMGL 182

SO1570_Sone_24373140       28 IALDSPYLFHAEA-KQLPPADFKEV---SQWMGQLKEASSVSLTGGDYWMVSPVMVNSR----QTRWVVDASNSIIESVDYWLLGSDG--SVQFAHSGYYAPY---EFLFDYGRKVRLNM--GTDYWLVTRLSSQYFSSAPEVALESQ 160

Psyr2376_Psyr_23470745    109 AEHGAGWSTLLDEKAHLTLDEIRSARYQNQFSPIELERVTAADRDSALWLHYRLQPT------QHEQLLRIFAPDLSSADMYVMDGDR--QIDHVRTGNDVPIED-QRLPSNDFLLPVPQ--SSAPLDIYLRLVSAQKMRPSITL-EP 244

SMc00074_Smel_15073849     49 LDLTATTEIYSGRGDAFQVSTAPGTD--GIVRRIEVRSSTE--NHQGDWAVFALANVSEEQ--LERVIVAPHFRLVNSKLFWPDLGS---QRILSITPSEGFALD-RQPSEEADVFRITLN-PGAVITFVAEL--TTPELPQIYLWQP 183

AGR_C_1434_Atum_15888127   49 LDLTATTDIYANQGEAFQVSTAPGPD--GIRRRIEVRASSE--DHQGDWAVFALANVSEEQ--LERVIVAPHFRLVNSKLFWPDLGS---QRIIAITPSEGFALD-RQPSPDADVFRITLN-PGSVITFVAEL--STPQLPQIYLWEP 183

AG3433_Bmel_25526193       44 LDLSRAVELLRNKGESVQVSTMPGPD--GIVRRIEVQSDQNA-NASGDWAAFSIANPTDEQ--IDRLIVAPHFRLVGSGVIWPDLGS---PRIASITPSEGFALD-RQPSADADVFRITLN-PGSVITFVAEL--SSHNLPQLYLWEP 179

Rpal2189_Rpal_22962895     25 IDLTGVLEHLHSDNDRVQISTAPGND--GIVRRVEVRAREG----GQNWVVFALANNSDDQ--LDRLIVAPHYRMVGSGLLWPDLGM---SRIATITPSTGDRPE-RQDSATADIFRVTLD-PGSVITFVAEL--RTDKLPQLYLWEP 157

bll1502_Bjap_27349754      24 IDLTGVLEHQRSDADRIQVSTAPGTD--GIVRRIEVRAREG----GQNWVVFALANNTDDQ--LDRLIVAPHYRIVSSGLLWPDLGL---SRIATITPSTGDRPE-RQESPTADVFRVTLD-PGAVITFVAEL--RTDKLPQLYLWEP 156
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