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At5g45330_At_15242378       425 IEYTEEFDFEAMNEKFKKSELWGYLGRNNQRNQ    NDYGEETAIEPNAEGKPAYNKDDFFDTISCNQLDRVARSGQQHNQ--    FPEHMRQVP-EAFGNNF 518 
F14G11.8_At_12320748        491 MKFTEDFDFTAMNEKFNKDEVWGHLGKSTTLDG  4 DSPTVDEAELPKIEAKPVYNKDDFFDSLSSNTIDRESQNSRPR----    FSEQRKLDT-ETFGEFS 586 
AfA14E5.29_Afum_19309417    430 EVPDTDYDFESANAKFNKQDLVKEAIATGSPVT 10 VEAVDTAHHAPSTTASAYNKSASFFDNISSEARDREERSGGRPGGRE    WRGEEEKRNIETFGQGS 536 
Y18D10A.17_Ce_17509741      184 LKFESDFDFEKANEKFQEVLVDNLEKLN-----    IEDKAEPEVEEKKDAAFYDKKTSFFDNISCESLEKAEGKTGRPD---    WKKERETNQ-ETFGHNA 271 
CG10686_Dm_24663344         401 IKFEGDFDFEQANNKFEELRSQLAKLKVAEDGA  8 AATATATNEQVGEKVEGVHTLNGETDKKDDSGNETGAGEHEPEEDDV 29 WRQERKLNT-ETFGVSS 533 
bA11M20.3_Hs_13559033       247 IKFEGDFDFESANAQFNREELDKEFKKKLNFKD 15 QSAEAPAEEDLLGPNCYYDKSKSFFDNISSELKTSSRRTT-------    WAEERKLNT-ETFGVSG 350 
DKFZp547L1110_Hs_21740090   325 MKFEKDFDFESANAQFNKEEIDREFHNKLKLKE 23 NSEGNADEEDPLGPNCYYDKTKSFFDNISCDDNRERRPT--------    WAEERRLNA-ETFGIPL 435 
B9B11.070_Nc_28881143       450 EVPDSDFDFESSNAKFNKQEIVKEAIAGSPLGE  5 SAAPEAVADVSGVAQQAYNKSKSFFDNISSEAKDRAENNGQKPGGRE    WRGEEQRRNIETFGQGS 551 
PF14_0717_Pf_23509939       198 NKFSPDFDFNTNNMKFDKNNILEE---------    KNKEDSTALNNHMQVGGYDKNSSFFDNISCETLDKKQGIDEKV----    DREKLRMLDVDTFGIAA 281 
rap55_Pwal_4200286          294 MKFEKDFDFESANAQFTKEEIDREFHNKLKLKD 23 NSEGNADEEEALASNCYYDKTKSFFDNISCDDNRERRQT--------    WAEERRINA-ETFGLPL 404 
SCD6_Sc_6325386             199 DIPNEDFDFQSNNAKFTKGDSTDVEKE------    KELESAVHKQDESDEQFYNKKSSFFDTISTSTETNTNMR--------    WQEEKMLNV-DTFGQAS 280 
sum2_Sp_19111902            302 AKPRTEFDFQTANQKFQSMKDDLLK--------    -------GKNDEEAEEFYKPKQSFFDNISCESKEKGMEAADRRAL--    RDRERSLNM-ETFGVAG 380 
 

Dcp3p_Sc_6320822             99 IKQQEDFDFQRNLGMFNKKDVFAQLKQNDDILP  9 KQTQLQQNNYQNDELVIPDAKKDSWNKISSRNEQSTHQSQPQQDAQD    DLVLEDDE--HEYDVDD 202 
NCU00427.1_Nc_32403800      285 VQEAGDFDFESGLAKFNKQDLFEQMRKDDLIDE  5 SHNRVPKHKPGTAGGKNLHHSENVLDMPSTILKPKLIVKETSNDF--    WNSEADDG--VINGADR 382 
SPBC18E5.11c_Sp_19112650     93 MDCDEEFDFAANLEKFDKKQVFAEFREKDKKDP  6 HNKSPNRNYHHKQNVLGPSVKDEFVDLPSAGSQINGIDAVLSSSSNG    HVTPGSKK--GSRETLK 193 
FG05523.1_Gze_42551810      259 TEEMGDFDFENNLAKFDKATIFDQMRREDQVDD  5 AHNR--KPKPGTAGGKNLHYTENVLDLPPTAKKDAYS----------    WNSEADDG--LNGAERL 346 
AN6893.2_Ani_40739102       271 IQEMGDFDFASNLSKFDKRRVFEEIRNDDTTAD  5 SFNRR-VPKPGTNGGRNLHWSENVLD-DSLEESDNEA----------    TNHEPSDA--KLSSGTI 358 
MG05213.4_Mgr_38106178      256 VQEMGEFDFEGSLAKFDKHTLFDQMRKDDEIDD  5 SHNRLPKPKPGTAGGKNLHYTENVLDATPTSVAKGKGELPNDF----    WNSEADDGV-VNGSERL 352 
 

FLJ21128_Hs_19923613        198 EIPDTDFDFEGNLALFDKAAVFEEIDTYERRSG  9 RPTRYRHDENILESEPIVYRRIIVPHNVSKEFCTDSGLVVPSISYEL    HKKLLSVA--EKHGLTL 301 
CG6311_Dm_24665977          339 PLIHEDFDFEGNLALFDKQAIWDDIESTTQKPD  7 NHHHKPEQKYRHDENILASKPLQLRQIESMFGGSQDFVTDDGLIIPT    IPAYVRNK--IEISADK 440 
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