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Stretch regulated skeletal muscle protein (UsmgS)
Mebulin

TEF-1-related factor (FR-19)

Mebulin, partial cds

Stretch regulated skeletal muscle protein (Usmgd)
4.55 RMA

Radixin (Rdx]

Fibrillin 1 {(Fhnl)

Translationally regulated transcript (21 kDa) (Trt)
Uncoupling protein 2, mitochondrial (Ucp2)
Alpha-actinin & mRMA, compleile cds

Adenine nucleotide translocase-1 (Antl)

Gastric intrinsic factor (Gif)

Voltage-dependent anion channel 1 (Ydacl)

Myomesin 1 (Myoml)

Mebulin, partial cds

Fhikkal unprocessed pre-Mrna

Calcium/calmodul in-dependent protein kinase II delta
Lymphocyte antigen 84 (LyS4)

Aipl mRENA, complete cds

Seminal wvesicle antigen (Swva)

Myeloid leukemis factor 1 (MLF1)

Proprotein convertase subtilisindkewxin type 7 (Pocsk7)
ATPase, H+ transporting, lysosomal I (Atpei)
Fyanodine receplor type 1

Protein tyrosine phosphatase 4a? (Ptpdal)

RADSZ homolog, (5. cerevisiae) (RadS2)

H13

Microtubule-actin crosslinking factor (Macf)

E-cell CLLAlymphoma 7B (Bcl7h)

Froline-rich protein PRP MPS (PRPMPS)

FProcollagen, type IV, alpha 3 (Coldad)

Bone morphogenetic protein 15 (BmplS)

Apolipoprotein B editing complex 2 (Apobecd)

Jun proto-oncogene related gene di (Jundl)

Bone morphogenetic protein receptor, tupe 1A (Bmprila)
Cytochrome c, somatic (Cycs)

Fatty acid binding protein 3, muscle and heart (Fabp3)
sr5ld protein

mEMA, complete cds, similar to L-amino acid owxidase
ets related protein 71 (Etsrp71)

Cyclic AMP specific phosphodiesterase

hypothetical protein, clone:2-31 (LOCS7423)

Opioid receptor, sigma 1 (Oprsil)

Apolipoprotein C2 linked (Acl)

Tropomodulin 1 (Tmodl)

HIRA-interacting protein & (HIRIPS)

Insulin-like growth factor binding protein 5 (IgfhpS)
EST from clone 640060, 57 end

Potassium voltage gated channel, shaker related subfamily, member 1 (Kcnal)
MAD homolog 1 (Drosophila) (Madhl)

Secreted frizzled-related sequence protein 5 (SfrpS)
ES2 protein (EsZ)

Ryrl (BALE/C)

BCLZ/adenovirus E1B 19 kDa-interacting protein 1, MIP3 (Bnip3)

ATP-hinding cassette, sub-family C (CFTR/MREP), member 9 (Abcc9), transcript wvariant 2

Motor domain of KIF1C, partial cds

Zinc finger protein 29 (ZFp29)

¥ bowx protein 1 (¥hxl)

Dystonin isofarm 2

Frosaposin (Psap)

HK11 gene, 37 UTR

cAMP-dependent protein kinase tuype II regulatory subunit mRMA, 37 end
Killer cell lectin-like receptor subfamily G, member 1 (Klrgl)
2-oxoglutarate dehydrogenase E1 component (BALBSC)
Vomeronasal organ family 2, receptor, 15 (VZri15)

Odorant receptor B3 (CS7BL)

mszfos

Kruppel-like factor 9 (K1f9)

Myocyte-specific enhancer factor 2 (MEF-2C) mRMNA sequence
Sarcoglycan, alpha (50kDa dystrophin-associated glycoprotein) (Sgca)
Histone deacetylase 5 (Hdach)

Tubulin alpha 6 (Tubaf]

Junctophilin 1 (Jpl-pending)

Coldab mRMA for type IV collagen alpha 6 chain

Extracellular proteinase inhibitor (Expi)

mszfal-2

FAZE heta subunit

DEMMSE protein (DEMmSe)

Frocollagen, tupe YIII, alpha 1 (ColB8al)

Replication factor C, 140 kDa (Reccl)

RABZS, member RAS oncogene family (Rab2s)

Polynucleotide kinase 3'- phosphatase (Pnkp)

Froteasome (prosome, macropain) subunit, alpha type 3 (Fsmad)
MIWI protein (MIWI]

Homeo box D9 (Hoxd9)

Froteasome (prosome, macropain) subunit, alpha type 4 (Psmad)
Exportin 4 (Xpod-pending)

signal transducer

muscle dewvelopment

biological process unknown

muscle development

biological process unknown

biological process unknown
cytoskeletal anchoring

skeletal development

protein folding

ATFSADF exchange

invasive growth

ATFSADF exchange

cobalt ion Transport

apoplolic program

muscle development

muscle development

biological process unknown

learning and memory

cell surface receptor linked signal transduction
biological process unknown
transmembrane receptor protein tyrosine phosphatase signaling palhway
LTFPase activator

proteolysis and peplidolysis

posiftive control of cell proliferation
calcium ion transport

OMA replication

DMA repair

biological process unknown
cyLoskeletal anchaoring

biological process unknown

cell growth andsor maintenance

cell adhesion

oogenesis

mREMA editing

Transcription regulation

TGFbeta receplor signaling pathway
electron transport

negative control of cell proliferation
biological process unknown

apoplosis

Transcription regulation

olfaction

hydrogen transport

steroid hiosynthesis

biological process unknown

actin filament organization

iron homeosfTasis

receplor

biological_process unknown

potassium transport

common-partner SMAD protein phosphorylation
esTablishment andsor maintenance of cell polarity
leading strand elongation

calcium ion transport

apoplosis

poftassium transport

microtubule-based process
Transcription regulation

response to pest/pathogensparasite
developmental processes

respiration

biological_ process unknown
intracellular signaling cascade

cell surface receptor linked signal transduction
glycolysis

ossification

olfaction

transcription regulation

Transcription regulation

Transcription regulation

muscle development

repression of transcription from Fol II promoter
nuclear congression

protein folding

cell adhesion

developmental processes

Transcription regulation

cell adhesion

mitochondrial processing

cell adhesion

DMA replication

intracellular protein Traffic
histidine metabolism
ubigquitin-dependent protein degradation
cell growth and/or maintenance
transcription regulation
ubiquitin-dependent protein degradation
protein modification
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