
97A1_BACTH  21 QQKLTSPDNNLVMTFQVD <66> FDETWQPVWG-EEKEIRNHYNELAVTLYQ < 5> SIVIRFRLFNDGLGFRYEFPQQKSLN <120> NTPWRTIIVSDDARNILA-SRITLNLNEPCKIADAA----SWV 

Subfamily 97d 

Subfamily 97b 

Subfamily 97e 

Subfamily 97a 

97A1_SALRU  24 PMTTTSPDGALTIGVELQ <44> VDTSWTPVWG-TQDSVRNHFSERTIRLRE < 6> RLTLVLRAYNDGVAFRYRWPEQPTLD <133> QTPWRVIQVADRPGGLIE-SHILQNLNEPSKIEDP-----SWI 
97A1_ERYLI  18 AAEVSSPDGRITVEVDVD <45> SESTWEQPWG-ERRFVRDRHNELFVTLQE < 7> VLSVRMRVFDDGIGFRYEFAAPEEGS <101> TTPWRTIRISDDAAGLVE-SDLELNLNEPNKLGDV-----SWF 
97A1_UNBAC  25 AEEITSPNGQLQLNFSVN <45> FDETWEPVWG-EVKQIRNHYNELAVTLNQ < 5> NIIIRFRLFDDGLGFRYEFPLQKNLN <120> KSPWRTVIVSDDARDILA-SKITLNLNEPCAYEDV-----SWI 
97A1_TANFO  25 AEELKSPDGNL MRFEVN <44> FDETWTPVWG-EVKAIRNHYNEMTATLHQ < 5> TMVIRFRLYDDGLGFRYEFPQQKSLN <120> HTPWRTVIVSDDAR ILA-SHLTLNLNEPCKLDDV-----SWI L R
97A2_BACTH  25 AESITSPDGQLKLDFSVN <45> FDETWEPVWG-EVKSIRNHYNEMAVTLNQ < 5> NMIIRFRLYNDGLGFRYEFPQQKNLN <120> QSPWRTVIVSDDARDILA-SKLTLNLNEPCAYQDV-----SWI 
97A1_BACFR  25 AESITSPNGLLKLNVSVN <45> FDETWEPVWG-EVKQIRN YNELAITLDQ < 5> KMVIRFRLYNDGLGFRYEFPQQKNLN <120> HSPWRTVMVSDDARDILA-SKLTLNLNEPCKLEDT-----SWI N
97A1_PREIN  29 WETTASPNGKVVVGFGID <53> FDETWKPVWG-ETSEIRNHYNEMLVHLLQ < 5> KIMVRFRVYDDGVGFRYEFPQQKELN <121> ETPWRTIIVSDDARDMLS-SNLILNLNEPCKIEDT-----SWI 
97A1_PRERU  16 AGNVKSPNGNI LKFSVD <54> FDETWQPVWG-ETKNIRNHYNELAVTLDQ < 5> QMLIRFR YDDGIGFRYEFPQQKELN <150> NTPWRTVMVSDDARDML - NLILNLNEPCKIEDT-----SWI E V S N
97A1_AZOVI  25 QQQLLSPDGRIRVIVNNQ <44> V WQPVWG-ERATV D NELHLYLAE < 6> KFEVVFRAFDDGVGFRYVIPEQEQLD <104> ETPWRTIQIAD AADLLN-SDLVLNLNEPNKLGDVS----SYV RKQ S EH S
97A3_BACTH  22 KTEVQSPDGHIKMTLTVD <45> EDETWTQPWG-ENKKNRNHYNEMAVSLTN < 4> QLTLRFRVFDDGIGFRYEYTV-PTVD <100> TTSWRTIQIAPEAVGLIN-SSLILNLNDPCVLETT-----DWI 
97A2_BACFR  57 KTELASPDGHIKVAFTAD <45> KDEIWTQPWG-ENKTNRNHYNEMAVLLKN < 4> ELTLRFRAFDDGVAFRYEYEV-PGVD <100> TTAWRTIQIAPQAVGLIN-SSLILNLNEPCKLDTT-----DWI 
97A1_MICDE  25 TVSVASPNGQIVVNVDDD <44> SDSTWEQPWG-ERQLVRDNHTELQVDFSH < 6> RFTVRFRVFDDGVGFRYEVPKQKGLK <104> NSPWRTIQIASNAVGLLN-SDLILNLNEPNKLGDV-----SWV 
97A1_SHEON  43 TVTLSSPNQHIQISLSDD <44> TDDKWQQPWG-EQEWIKDQHNQLSVVLTD < 3> DLNLEFNAFDDGIGFRYHLAEQAALP <106> YTPWRTIQIADKATGLLN-SHLILNLNEPNKLGDV-----SWI 
97A1_XANAX  38 TVSVESPNKVLQVSLDVD <43> HDDTWEQPWG-ETRLVRNHYNELRVSLGE < 6> TFDVIFRVYDDGLGLRYHFPKQAGIR <101> DTPWRTLQIADQATGLVE-SNLILNLNEPNQLGDV-----SWI 
97A1_XANCA  37 AIDVASPGKILQVTVEVD <43> HDDTWEQPWG-ETRLVRNHYNELRVSLGE < 6> RFDVIVRVYDDGLGLRYHFPAQAALR <101> DTPWRTLQIADQATGLVE-SNLILNLNEPNALGDV-----SWV 
97A1_NOVAR  26 TVTATSPDGSLVLSVTTD <45> GKETWEQPWG-ERRYVTDNHNELLVKFEQ < 7> RMNVRFRLFDDGFGFRYEIPEQPAMK <101> NTPWRTVRIADNAKGIVE-NDLELNLNEPNRIGDV-----SYF 
97A1_HALMA 110 VQSVASPDGAI VTVDVS <51> K ETWEPEWG-DFETV EDYN LRLGLEE < 6> SANIEVR FNDGL FR AF -DSDFG <126> VTPWRTVQLGTSPSDLVE-SQLVP L DP<14>DT-----SWLE T S F V G V - L A  
97E1_BACTH  25 RRELTSPDGAYR TFYQR <62> NDATWKPVYG-ERAEVRDCYNEMTLKFRK <17> FMNII RAYNEGVAFRYHFPETTNGL < 95> STPWRVIMAAE PVDLINHNDLALNLNTPCRISDI-----SWI F V R
97E1_RHOBA  57 ETTIVSP GD IRFSLH <43> VN SWVPVVG-SRASYPDSYN VIQLRG < 6> RLELAFRAYDEGVAFRYTIPPQEGID < 93> TTPWRVIMVAEQPG LVENHYLLQNLSPPSKLSDT-----SWIS QS G AC T  
97B3_BACTH  21 NIELFSPDGNIKLALNIS <42> V E LNPVVPLKFSTIEN Y QLLLDFKG < 0> GYSLEFRAFNDGIAYRFIMKKRGNIE <119> GFPWRYFVIAKEDKQLVE-NTMSCRLSSGCSLLET-----SWI K M E S
97B2_BACFR  21 IHKLASPDGNI ISVNLS <42> IDESLKPVIPLKFSSVSNRYNQLLLDFKG < 0> GYSVEFRAFNDGIAYRFITNKKGMIN <119> NFPWRYFVISTEDSQLIE-NTMSYRLAEKNILEDT-----SWI Q
97B2_BACTH  22 NVELSSPNGEIKVSVRLT <42> I ETLTPVVPLKFSTI N YNQLLLNFKG < 0> NYSVEFRAFNDGIAYRFITRQKGEIE <119> NFPWRYFVITKEDKQLVE-NTMTY LAD NQLEDV-----SWI K N E K K
97B1_BACFR  23 VIDVMSPNGAIKVSVDIK <42> IDESVKREIPFKNAIVRNHCNTLRMNFSG < 0> NYAVEFR FDNGIAYRFVTDKKGDNI <119> SFPWRMMVISKEDKELIE-NEMVYNLSAPCVLEDY-----SWI V
97B2_PRERU  38 QEKLASPNGKIVANINIG <42> IDEQIRPVVPLKQTVVPNKANALTLNFKG < 0> -YCVEFRAYDNGVAYRFIINKKGVVD <119> SLPWRFAVIG-NDATIAA-NQMELVLGGKCELQDV-----SWI 
97B1_PRERU  22 NHIVTSPNGKNVATVDDG <32> INETIQAPFYRQKEIRIAGNQMDVKLNDG < 0> -FSLQIRAYDEGVAYRFCTTNKKQTV <120> TYPWRVMAITEKDTEMPV-NNLVYALATPNQIGDT-----SWI 
97B1_MICDE  48 TFELTSPNEQLKIEVHTG <43> VSNTLTPAVSHKSSKIAENYNALNLAFSN < 0> NFGIDFRAYNDGFAYRFTGERAGEII <119> TFPWRVAIITKEDTDLVA-SQLVYLLSSENKIGDT-----SWI 
97B4_BACTH  24 KYETVSPNGKLKIKLKID <42> VNQTIDVLVG-KNKELQDAYNELTVSFND < 0> SCDLVVRAYDEGVAYHFVTRLNGEIT <144> SFPWRVIIVSEDDKSLLN-NELVYKLADPCRLTDT-----SWI 
97B1_BACTH  21 QFTLASPDGNLKTTITIG <43> VDE-MIPSPFYRASELRNHYNGLTLRFKK < 0> DWNVEFRAYNDGIAYRFVNQGKKPFR <130> NFPWRIAVVTTTDKDLAA-TNLSYLLGAPSRMSDL-----SWI 
97D1_CAUCR  40 DHVIASPDGRTRISLSDQ <44> VDETYELVVG-KTRTVRDRYNETTVEFLE < 6> RLTVIARAYDDGVAFRYLLPDQADLA <111> VSSWRVVMVGETPGDLVA-SNLMTSLNPPTALTDT-----RWI 
97D1_XANCA  26 PLRVQSPTARTQVEFTLS <45> HDSRVTLTVG-KTRQARDHYRQLRVQLVD < 4> RLEIELRAYDDGVALRYVLPKAGKLE <110> ATPWRVIMLGDTPASLID-SNLITLLNPP-PAFDA-----SWV 
97D1_XANAX  26 SLRVQSPDARTQVEFTLR <45> HDSRFTLAVG-KTRQARDHYRELRVQLAD < 4> KLSIELRAYDDGVAFRYVLPDAGQVR <110> ATPWRVIMLADNPASLIE-SNLISALNPP-PAFDA-----SWV 
97C1_MICDE  34 QWQVKSPNGKI IRVRGN <60> G QTYSMVTG-KRKENEVAY QRSLNFKH < 5> ILRVDFRALD G AFRYVLPNNGVLH <116> K PWRSFAVSNDIGDIVE-SNLVYDLAEPSKIDDV-----KWI E K Y T A M
97C2_MICDE  38 RQTINSPDKSLKVRLSLD <44> VNDSYTLLHG-KQRDITYNANE IYSLKN < 4> KLIIAFRVSNDGVAF YRFPNTAKQL <123> HSPWRVILVGG-LDTII -STLGTDLADP-AIAKM-----DFV K Q A
97C1_BACTH  20 DVVVK PD KLQLAVFVQ <44> ID VYQQTRI-KVSNVH RANELTCHLEN < 4> KLGVIFR DN VAFRYTLPHQGGKA <121> ATPWRTITVGDHLK IVE-TTVPWDVV P- E K-----G E T Y VS D P S LY T HDY 
97C2_BACTH  28 DTGVISPNGKICLSVEIK <55> IEDDYVMLTG-KRSHCQNRGNERIFRFEN < 4> TLDIVFRAYDDGI FRYSLPSVQDKD < 98> TSPWRVLMIGS-LSDIVE-STLVTDVSEPNKISDT-----SWI Subfamily 97c V
97C1_PRERU  20 QP-V-SPNGKLTVTNSGQ <34> VT YQMLAG-KKSTCTN ANE V KLS  < 0> NLQLV RLYNDG AFRYELSGLKGKL <108> HSPWRIAIIGS-MQDLIQ-STLVTDVSEPCKLSDT-----SWI AN E Y A G L A
97C2_PRERU  11 DVRVSSPNGSLVVTVSDA <43> VANSYSMRGT-KASKVDYKANALTINLQN < 4> KFSILFQVSDNDIAYRYQMPRQTIRR <124> ETPWRTITLGSTLKPILE-TTISYDVVE -RYQAS-----TDY T
97C3_PRERU  20 EVKVKSPSGNLEVTVNDE <43> VAKQYDIRTV-KASHIDYKANKLTLTLEN < 4> QMTVTFMVADNDVAFKYGIAKAPRGM <121> ETPWRTITVGSTLKPIVE-TTVSYDVVDP-LYEAS-----EQY 
97C1_LEIXY >13 GSIVVSPDGRIQATISND <43> IVQEYATVAR-VNAVVCSTA*ELTLQYAK < 3> RLTVVVRVSDDGVAFRYGLPTAETAV <111> QTPWRVIELGSSLAELAE-GSILADLNDA-PSGTLAPEAASWI 
 
 
 
                                                                                                                      *                                    * 
97A1_BACTH  KPV-KYIGVWWDMITG <29> SANTANVKRYIDFAAAHGFD-----AVLVE-GWN <24> DVKEIHRYAAR--KGIKMMMHH <15> AYQFMADNG-YNSVKSGYVG < 8> HYGQWMNNHYLYAVKKAADYKIMVNAHEATRPTGICRTYPNLIGNESARGTEYESFG <2> 
97A1_SALRU  EPM-TYVGIWWGMHIN <10> GATTERTKRYMDFAAAHDID-----GVLVE-GWN <21> DLQEVVAYGRE--KGVALVGHH <15> AFALYDSVG-VPAVKTGYAG < 8> HHGQQMVNHYRRVVKKAAEHEIVLDVHEPVMGTGIERTWPNMMTREGVRGMEYNAWA <3> 
97A1_ERYLI  PN-KYIGIWWGMISN <10> GATTERAKEYIDFAAEHGFR-----GVLIE-GWN <23> N KEVTDYARE-- GVHIV HH <15> AMKLYGESG-VDVVKTGYVA <26> HDGQ MV H LRVLEEAAKNRVAVNPHEPVK TGLRRTYPN VAREGARGQEYNAWG <4> T F M G R Q H A W
97A1_UNBAC  KPV-KYVGVWWEMIAG <29> GANNENVKKYIDFAAEHGLD-----QVLVE-GWN <24> NVKMLNEYAKS--KGVKLMMHH <15> AYQFMAD G-YNAVKSGYVG < 8> HYGQWL NHYLYAVKKAADYKICVNAHEAVRPTGLCRTYPNLIGNESARGTEYEAFG <2> N N
97A1_TANFO  RPV-KYIGVWWEMISG <29> AANNEKVRRYIDFAAKHGFD-----QVLVE-GWN <24> DLKALNEYAH --KGVKLMMHH <15> AYKLMNDYG-YNAVKSGYVG < 8> HYGQWMVNHYLYAVKKAAEHRIMVNAHEAVRPTGLCRTYPNLIGNEAGRGGEYESFG <2> S
97A2_BACTH  KPV-KYIGVWWEMITG <29> AANNDKVKRYIDFAAQHGFD-----QVLVE-GWN <24> DVKMLNAYAKE--KGVKLMMHH <15> AYQFMVDNG-YNAVKSGYVG < 8> HYGQWMNNHYLYAVTKAADYKICVNAHEAVRPTGLCRTYPNLIGNESARGTEYEAFA <2> 
97A1_BACFR  KPV-KYVGVWWEMITG <29> GANNENVKRYIDFAAEHGFD-----QVLVE-GWN <24> DVKMLNEYAR --KGVKLMMHH <15> AYQFMED G-YNAVKSGYVG < 8> HYGQWLNNHYLYAVKKAADHKIMVNAHEAVRPTGLCRTYPNLIGNESARGTEYEAFG <2> S N
97A1_PREIN  HPT-KYIGVWWEMIVG <29> GATTENVKKYIDFAAENGID-----QVLVE-GWN <24> DIDYLNKYAHE--KGVKLMMHH <15> AFNLMNKYG-YDAVKTGYVG < 8> HFSQSMNNHYMHVIKEAAKHRIMVNAHEAVRPTGLCRTYPNMVGNESARGTEYEAFG <2> 
97A1_PRERU  HPT-KYCGVWWEMIVG <29> GANNEKVKRYIDFAAKNGLD-----EVLVE-GWN <24> DIKMLNDYAHS--KGVKLLMHH <15> AFNLMNKYG-YDAVKTGYVG < 8> HYSQSMNNHYLYVVKEAAKHHIMVNAHEATRPTGLCRTWPNLVGNESARGTEYEAFG <2> 
97A1_AZOVI  KPG-KYMGVWWEMHIG <10> GATTERVRQYIDFAAKHDID-----GVLVE-GWN <23> DIDAATEYAQS--KGLRLIGHH <15> AFAYYKKQG-IQSVKMGYVG < 8> HQGQFMVRHFQKVVETAAKYDIMVNAHETVKDTGLRRTYPNLMTREGVRGMEYNGGS <5> 
97A3_BACTH  RPL-KYVGVWWGMHLG <10> GATTANAKKYIDFAAANHIE-----AVLFE-GWN <21> DIDEIVRYAKE--KGVEIMGHH <15> AMQWYTDHG-IHLLKTGYAG < 7> HHSQYGVNHYQRVVETAARHQMTLDAHEPIKDTGIRRTWPNMMTREGARGMEWNAWS <3> 
97A2_BACFR  KPM-KYVGVWWGMHLG <10> GATTANAKKYIDFAHANNIE-----GVLFE-GWN <21> DMDEITRYARE--KNVQIIGHH <15> AIKWYTDKG-IHILKTGYAG < 7> HHGQYGVNHYQKVVETAARYRMTLDAHEPIKDTGIRRTWPNMMTREGARGMEWNAWS <3> 
97A1_MICDE  EPA-KYVGIWWGMHIN <10> GATTANTKYYMDFAAKYGFA-----GVLVE-GWN <23> DIAELAAYGKE--KGVRIIGHH <15> AFDLYQKHN-VAQVKTGYVA <18> HDGQFMSREYLRSVTEAAKRKISINTHEPIKDTGLRRTYPNWIAREGARGQEFNAWG <4> 
97A1_SHEON  KPG-KYVGIWWGMHLN <10> GATTSETKRYMDFAAKYHFD-----GVLVE-GWN <23> DLPAITAYGAK--KGVRLIGHH <15> AFILYEKHG-VTQVKTGYVA <18> HDGQFMVGEYLYNVTEAAKHHISINTHEPIKDTGLRRTYPNWISREGARGQEYNAWG <4> 
97A1_XANAX  KPS-KYVGVWWSMHLN <10> GATTATTKRYIDFAADHGFR-----GVLVE-GWN <23> DLPALTRYAAA--KGVHLIGHH <15> AMDLYARFG-VDSVKTGYVC <19> HDGQWMARHHLHVVQEAAQRHIAVNAHEPIKDTGLRRTYPNWISREGARGMEYNAWG <4> 
97A1_XANCA  KPS-KYVGVWWSMHLN <10> AATTATTKRYIDFAAAHGFR-----GVLVE-GWN <23> DLPALSSYAAG--KGVHLIGHH <15> AMDLYARFG-VDSVKTGYVC <19> HDGQWMARHHLHVVQEAAERHLAVNAHEPIKDTGLRRTYPNWISREGARGMEYNAWG <4> 
97A1_NOVAR  KP -KYIGIWWGMIRG <10> GATTARTKQYIDFAARHGFG-----GVLVE-GWD <23> DLEAVTKYGAK--KGVMLI HH <15> AMKLYDKLG-VRAVKTGYVA <19> HDGQRQVQHHLKVVEIAAKYRIAINAHEPVK TGLRRTYPN IDREGARGMEYNAWG <4> M G D W
97A1_HALMA  GRKYTGIWWTMIAG <24> GARTERMKRYM F EHGID----- VL E-GWN <26> DVPEVTSY VEM M D <22> IFSGYEN G-IR IKNGYVN <17> QHCQRSVNHHRLVIQEAASNR MLEIHEGIKPTGEIRTYPNV RE VK QEYDGFG <6>EN A SS S A GASLSNP T H E S Q AA V A  
97E1_BACTH  KPG-KVFRSG------ < 0> DLKQEKVKAAIDFAAERGIQ-----YVHMDAGWY <19> DISALCKYAES--RGIGLMVYV <11> LLPLYKKWG-LKGIK GFVQ < 0> IGNQHW WLHDAVRK AEYEMMVDIHDEYRPTG SRTYPNLMTQEGIRGNEEMPD- <0> F ST C F
97E1_RHOBA  KPG-KVWRS------- < 0> SLTTEGAKA VDYAAANNYQ-----YV DAGWY <17> DMQETIRYADQ--HGIGLI YI <12> TFRTFQKWG-IRGVKM FVD < 0> WKSQ MEFLYAAIEKAAEY LIVDIHDNFR TGIERTYP LLTVEGI GNEERPDN <2>I HY C G SD E L H L  
97B3_BACTH  KPG-QASWEWWNDAAP < 9> GYNLETYKYYIDFA KYGIR-----YIIMDEGWA <13> DVHELIRYA --KNVGIVLWL <10> LFKTFSEWG-VKGVKIDFMD < 0> RSDQWMMNFYERVAAEAAKYKLFVDFHGSV PKGLEYKYPNVLSYEGVRGMEQMGGA <0> S EK S
97B2_BACFR  KPG-LASWEWWNGATP < 9> GCNLDTYKYFIDFAANYGIP-----YIIMDEGWA <13> DVHELIRYGKE--KNVGIVLWL <10> LFETFEKWG-VKGVKIDFMD < 0> RSDQWMVNYYERVAREAAKHHLFVDFHGAFKPAGLEYKYPNVLSYEGVRGMEQMGGC <0> 
97B2_BACTH  KPG-QVSWEWWNGATP < 9> GCNLETYKYFIDFASKFGIP-----YIIMDEGWA <13> DLHELIRYGKE--KNVGIVLWL <10> LFKTFNEWG-IKGVKIDFMD < 0> RSDQWMVNYYERVAQEAARHHLFVDFHGSFKPAGLEYKYPNVLSYEGVRGMEQMGGC <0> 
97B1_BACFR  KPG-QVSWEWWHDARL < 7> GFNMDSYKYYIDFASKFGIP-----YIIMDEGWA <13> NLTELIKYGKD--RNVKIVLWL <10> LFKTFADWG-IAGVKIDFMD < 0> RSDQWMVNYYERVAKEAAKHKLFVDFHGAFKPAGLERKYPNVLSYEGVLGMEQGGNC <0> 
97B2_PRERU  KPG-QVNWDWWNHWTV < 7> GINNATYKYIIDTASKFGVE-----YVLLDEGWN <13> DVKELVEYGAQ--KHVGVIVWL <10> LIKHYADMG-VKGLKIDFMD < 0> HSDQWMVNFYERTARECAKHKLLVDFHGSFKPAGLEQRLPNLISYEGVRGLEQGGGC <0> 
97B1_PRERU  RPG-KVAWDWWNDWNL < 7> GINTRTYLYYIDFAAKNHIP-----YVVLDEGWY <14> DLQQLIDYGKK--KGVNIVLWT <11> ACEKYTKMG-IAGWKIDFMD < 0> RNDQTAVEMAERLAKTCAEYKLFVDYHGFYTPTGMNRTYPNILNYEGVFGMEEARWA <5> 
97B1_MICDE  KPG-RIAWDWYNANNL < 7> GLNTQTYKYYIDFAEKYGLE-----YVILDEGWT <13> DVKELIAYGKK--KNVAIILWT <11> ILALYAQWG-AAGIKVDFMQ < 0> RADQYMVNYYEKIAKAAAKNKLLVDYHGGFKPAGLRRAYPNVMTYEGVKGNENNKWS <3> 
97B4_BACTH  QPG-KSAWEWWHKAVL <10> QLSPQLYKYYVDWASKNHIE-----YMTLDAGWS < 2> YIKELCSYAKE--RNVKIIVWT <11> WIAKMHSYG-VSGAKIDFFE < 0> RNDQIAMRWGKEFAERLAEKQMVAIFHGCPVPTGLHRTYPNILNYEAVRGAECNFWE <3> 
97B1_BACTH  KPG-KVAWDWWNDWNL < 7> GVNNPTYKAYIDFASANGIE-----YVILDEGWA <14> DLKELVDYAAS--KNVGIILWA <11> VCRHYAEMG-VKGFKVDFMD < 0> RDDQEMTAFNYRAAEMCAKYKLILDLHGTHKPAGLNRTYPNVLNFEGVNGLEQMKWS <5>
97D1_CAUCR  KPG-KAAWDWWNGGKV < 4> GMTDAAMKGFIDFAAAHKLE-----YMLIDDGWY <22> NIADLIAYGRQ--RGVGIMLWV <11> ALAAYQAWG-VKGIKVDFMD < 0> RNDQQMVDFYHRLLSKAGEHQLMVDLHGAYRPTGLVRTYPHYVTQEGVLGAEYNKWS <3> 
97D1_XANCA  RPG-KSAWDWWSGSLA < 6> GMNTATIQRYIDHAHQLKLE-----YMLIDDGWY <22> DLPGLVTY RQ--RGVGLWLWA <11> ALAWYQQLG-IKGIKVDFMD < 0> RDDQQMVDFYHRLLAKAAEHKLLVDLHGAYHPTGLIRTYPNYLTQEGVLGAEYNKWT <3> G
97D1_XANAX  R G-KSAWDWWSGSLA < 6> GMNTATIQRYIDHAQQLKLQ-----YMLIDDGWY <22> DLPGLVNYAR --RDVGL LWA <11> ALTWYQQLG-IKGIKVDFMD < 0> RDDQ MVDFYHRLLSKAAEHKLLVDLHGAYHPTGLTRTYPN LTQEGV GAEYNKWS <3>S K W Q Y L
97C1_MICDE  KPG-AASWSWWSDHTS < 0> STDIKSLKAFI A KMGWP-----YSLVDANWP < 5> AMQDLVAYAKE--RKVGLL WY <25> EFKRISALG-VKGIKVDFFQ < 0> SDKQFVIEQYLSILEDAAEFKLLV FHGCTIPRG ERTWPNLMTMEAVRGGEFYTFS <8> VL D F V W
97C2_MICDE  KPG-TASWSWALLKDE < 0> SVNYETSLEFIDYAAEMGWD-----YTLVDADWD < 6> RTAQLAAYA --K VGLLVWY <25> EFARLQNMG-VKGVKIDFFP < 0> GDGKSVMAYYNDLAKDAADYNLLVNYHGSSLPRGLHRTYPNIMTMESVHGFEMITFM <6> QS N
97C1_BACTH  R G-RGTWSW LWQDG < 0> SINYDDQVRYIDFASAMGYE-----YALIDNWWD < 6> MKSLVEYARD--KGVEL LWY <25> EMKWLQSLG-VKGIKVDFFG < 0> GDKQETM LYEDILSDA LMV FHGCTLPRGWER YPN V SEAVLASENMVFN <6> F I R F R DDHG I M Y G
97C2_BACTH  PG-SASWVYWAHNHG < 0> SKNFKIVKDYIDLAVDMKWP-----Y LIDAEWN < 6> DIEDLITY LS--R IKPMIWY <23> EYTWLQKSG-VVGVKIDFFP < 0> DDYSSNMDYYIDLLEDAAKYKLMVNFHGATIPRGWQRTYP LMTME VYGAEWYNNK <6> M S S N H A
97C1_PRERU  KPG-VVSWIYWAYNHG < 0> SNDYNIIKKYVDMAVTLKLP-----YVLIDAEWD < 6> TIEDAVAYANS--KGVKPMIWY <25> EFAWCEKIG-VAGVKIDFFS < 0> GDCQRDMTYCIDLLESAAKHHLLVNFHGATVPRGWQRTYPNLMSTEGVYGAEWYNNV <6> 
97C2_PRERU  KAG-RYTWSWLIGQDN < 0> SINYDDQVRFIDLASAMGFE-----YCLVDNWWD < 6> RIAELSKYAQS--KGVHLLMWY <25> EMSWLESIG-VKGIKVDFFG < 0> GDKQQTMQLYEDILSDANRHGLQVVFHGCTVPRGWERMYPNFVASEAVLASENLFFG <6> 
97C3_PRERU  KEG-RYTWSWLIWQDG < 0> ATVYKDQVQFIDLAAAMGYE-----YCLVDALWD < 6> KMVELSRYAQS--KGVSLMLWY <25> EFKWLQQIG-AKGIKVDFFG < 0> GDKQETLQLYEDIMVDANRYGIQVIFHGCTLPRGWERMFPNYVASEAVLASENVFFG <6> 
97C1_LEIXY  RPG-TALWPWWTNSSP < 0> -DYIALHQQYIDAAERLGVP-----YVVADLGYS < 3> DIATIGVYARM--HGVGVIAWL <20> AVKEHAVPG-VVGLKVDFFD < 0> SDRAETMAFYPRLARAAASSKLVLSLHGATKPGGEDRTYPNIFTSEAIGGDEWYKMR <3> 
GH27_ORYSA    65 MGWNSWNHFYC < 0> GINEQIIRETADALVNTGLAKLGYQYVNIDDCWA <19> GIKALADYVHA--KGLKLGIYS <20> DVKTFASWG-VDYLKYDNCN 229                             * 
GH36_LACPL   343 WEATYF----- < 0> DFDADKIQSILDAAAPLGIE-----MFVLDDGWF <22> GLADISKRTHD--KGMRFGLWF <49> QMTAVLDKVPIDYIKWDMNR 249 
GH31_ECOLI   271 WLTTSFTT--- < 0> NYDEATVNSFIDGMAERNLP---LHVFHFDCFWM <16> DPEGMIRRLKA--KGLKICVWI <54> KLKGLVAMG-VDCFKTDFGE 353 
                                                                                                                      * 
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                   *            
97A1_BACTH  KVYHTTILPFTRLVGGPMDYTPGIF <11> NSQVRSTIARQLALYV MYSPLQMAA < 13> QFIKDV LDWDET YLEAEPGEYITIARKAKDTDDWYVGCTAG--ENGHTSKLV DFLTPGK-QYIATVYADAK <7> PQAYTIKKGILTNK KLNLH ANGGGYAISIK   14 T A N F S A
97A1_SALRU  PPSHTVTLPFTRMLAGPLDYTPGVF < 9> DHRVLTTL KQLA VVLYSPVQMAA < 12> FI RVPADWSESHVLNARIGE I IAR AAEGE WYIGT TN--EEARTVEVPLD LDAGP-SYVAHVYED P <7> PHAYRVRRGLVTASDTIEADLARGGGQAVILD   14 S NM A E H S Q A T V T
97A1_ERYLI  GPEHDPTL YTRMLSGPMDYTPGVL < 6> DVPIASTLAKQL LYLAIYSPIQMAA < 13> EFIK VPADW ESKLIAGEV DY I ARKDRNSEDWYVGGI D--ATERTLTLD DFLEEGQ-SYTA VWKDGP <8> RHDIAYDTLTVRKGD TVRLAPGGG AMQLK    3 V G M A A A F N F R SY L
97A1_UNBAC  KPFHTTLLPF RLIGGPMDYTPGIF <11> HGQVQTTLAKQLALYVTLYSPLQMAA < 13> QFIKDVAVDWDDSKYIEAEPGDYITVARKAKGT NWFVGGITD--ENARTANFTLDFLEPGK-QYVATLYADGK <7> PTSYQIKKGIVTGKTKMSVKEAR GGFALSLI   14 N G S
97A1_TANFO  KVFHTNILPFTRLMGGPMDYTPGIF <11> NSYVHSTLARQLALYVTMYSPLQMAA < 13> QFIKDVAIDWDDSKYLEAEPG YITVARKAKGTNNWFVGC N--EDGH SNVSLDFLDPGR-KYTATIYAD P <7> PQAYTIKQMKVTNKSKLTLR ASGGGYAISIM    3 R TA L A A
97A2_BACTH  KPFHTTLLPFTR IGGPMDYTPGIF <10> HSVVRTTLAKQLALYVTMYSPLQMAA < 13> QFIKDVALDWDDSKYLEAEPGDYITVARKAKGTN WFVGGITD--ENSRTAAFTLDFLEPDK-EYVATLYADGK <7> PTSYQIKKGIVTNKTKMSVKLARSGGFALSLI   14 Q H
97A1_BACFR  KPFHTTLLPFTRLIGGPMDYTPGIF <10> HSFVHTTLAKQLALYVTLYSPLQMAA < 13> QFIKDVAVDWDESKYIEAEPGEYITVARKAKNTNNWFVGGITG--ENARTSTFVLDFLEPGK-QYVATLYADGK <7> PTSYQIKKGLVTYKTKISTDLARSGGFAISLI   14 
97A1_PREIN  RPDHTVILPFTRLQGGPMDYTPGIL <10> TSYVRTTLVGQLALYVTMYSPLQMAA < 13> QFIKDVPCDWSQSIYLEAEPADYITVARQDKNSNDWYIGGKCD--ENGHKSVLKLDFLDKDY-VYDCTIYADAK <7> PKAYKITHKKVKKGDVLKLTMAPGGGFAVSLE   15 
97A1_PRERU  NPDHTCILPFTRLQGGPMDYTPGIF <10> DSWARITIAGSLALYLTMYSPLQMAA < 13> QFIRDVACDWDESIYLEAEPADYITVARKAKGTDNWFIGGKCD--ENGHKSTIKLNFLDKGR-KYDCTIYADAK <7> PQAYVITKKVVTAKDVLKLTEAPGGGFAVSLI    2 
97A1_AZOVI  LPNHTVIIPFTRGLSGPTDFTPGIF < 9> NNRVPSTLANQLALYVTIYSPLQMAA < 12> KFIDDVPTDWSDSKTLAGEIGQYLIMARQDKHSSDWYLGAITN--EEARMLPVDLSFLEPAA-QYRAEIYRDAA <7> PEAIEIVSQTVSRDTVLSLDLKPGGGTAIRFI    2 
97A3_BACTH  PPSHHVMLPFTRLLSGPMDYTPGTF <22> NSRVNTTLAKQLANWVILYSPLQMAS < 12> QFFRDFDPDCDESKALAGEPGEFIAVVRKAK--GNYFLGAATN--ESPRTLEVKLDFLEPGK-QYKAVIYADGE <7> PTDYKITEQIVTSENTLSIRMAPGGGQAVSFI    4 
97A2_BACFR  PPSHHEMLPFTRLLGGPMDYTPGTF <22> NSRVNTTLAKQLANWVILYSPLQMAS < 12> RFFRDFDPDCDESRALAGEPGEFVAVVRKAK--QNYFLGASTN--EEPRVLPVSLDFLEKGK-TYKAIIYADGE <7> PTEYQITEQEVTADDTLNIRMAAGGGQAISFM    4 
97A1_MICDE  PPEHTTILPFTRMLSGPMDFTPGIF < 9> ENRPRTTLAKQLALYVVLYSPIQMAA < 13> QFILDVTTDWQESIALAGEVGEFVTIARKAKDSDDWFLGTLTD--ENKRNVHVDLSFLDAGK-KYEAQIYRDGN <7> PYDIIIENKVVTSSDSLTLPLATSGGAAIRFK    4 
97A1_SHEON  SPEHTAMLPFTRMLAGPMDFTPGIF < 9> ENRVQTTLMKQLALYVVLYSPIQMAA < 13> QFIRDVPTDWYQSIALAGEVGDYVVFARQAKDQKDWYLGALTD--ETARKVTVKLDFLDPHK-RYQAQIYRDGA <7> PYDYVIETKEVSAKDSLNLALASSSGTAIRFK    2 
97A1_XANAX  PPEHEVNLVFTRLLAGPMDYTPGIV < 6> GQAVPSTLARQLALYVTLYSPIQMAA < 13> RFIEDVAVDWDQTRALNGEVGDYVTIARKDRHSRDWFLGSITD--EHGRLLRVPLGFLEPGV-RYTAQIYRDGD <7> PFAFVREERQVGSADTLELRLAPGGGQAIRFV    6 
97A1_XANCA  PPEHEVNLVFTRLLAGPMDYTPGIV < 6> GQAIPSTLARQLALYVTLYSPIQMAA < 13> RFI DV VDWDQTRALNGEVGDYV IARKDRHS DWFLGSITD--EHGRLLQVPL FLEPGV-RYRA IYRDGD <7> PFAFIREERQVSSIDTLELRLAPGGGQAIRFV    6 E A T R G Q
97A1_NOVAR  GPDHEPTL YTRMLSGPMDYTPGIL < 6> KVPLASTLAKQL LYLAIYSPIQMAA < 13> FIKQVPADW ESHLIAGEVGDY IFARKDRNSEDWYVGGV D--ATARDVSLSLDFLDPGK-TYTATVWKDGE <8> RHRIAYATLKVKKGDVLPAWLAPGGGLAVRLH    3 V G A S A N
97A1_HALMA  GRDHHVLLPFTRMLAGPT Y PGIF < 8> GDQIQTTRAKQLAMYP YL IQMAA <182> DYI NVPVSWDET AVDGQIGDYI TAKRSG--DEWYLGAMTD--GTAR LTVSLDFLSSQSDGWTVT YADAA <7> PTAVVISDYNVSAGD VSISMGAGGGTAMRIL  152S Q N GG E V V D E S  
97E1_BACTH  -ATHNTILPYTR LAGAGDYT CYF < 0> NSRVKNTKAHQLAMA VYYSPLQFMF < 14> EFWK IPTVWDESRALDGEIGEYIV ARRSG-- EWFVGAMTN--TEARTITLT DFLKPGT-KYIVNLYEDDD <4> RTKVRTTHKKIKAGDKLTLKLKS GGAALHFT    3 F L A A Q K T S
97E1_RHOBA  PPKNVLT FARMIAGA DYTP YL < 0> NGRVV-SRSFQLAL VVFYSPLQ L  < 16> EF KEMPTTWDDSKVVHGSIG YMTVARRKG--DRWFVGTI N---EARSLDIALNFLGPGE-FDAKIYAED D <1> KKQ VIQSCQVTSD KLTATM SG G AIMIS    5TS G C G Y H W S V P V S S S C
97B3_BACTH  TPDNSIFMPFMRNAVGAMDYTPGAM <13> NSASIGTRAYQLALFVIFESGLQMLA < 13> EFIT VPVTWDETKVLDARIGEYLIVAKRKG--EKWFIGGMTNNRNSER FEISLDFLNEDR-GYKMVAFEDGI <5> AMDYKRYERSVNKKDKIVIRLARNGGFAALIE    0 R I
97B2_BACFR  RPDNSIYLPFMRNAVGAMDYTPGAM <13> NSASIGTRAYQMALFVIFESGLQMMA < 13> RYITQVPQTWDETIALKAKAGEYVIVAKRKG--DKWYIGGMTNNRQQERTFELDFDFLKEGQ-SYRMTSFEDGV <5> AMDYRKKEYTLKKGDKIIVRLARNGGFASVIE    0 
97B2_BACTH  KPENSIYLPFMRNAVGPMDYTPGAM <13> NSASIGTRAYQMALFVIFESGLQMLA < 13> RFITQVPVTWDETVVLEAKVGEYVIVAKRKG--EKWFIGGMTNDKENEREFEINLDFLKDGR-TYRVTSFEDGI <5> AMDYRMKSAAMNKNQKLSVKMARNGGFSAVLE    0 
97B1_BACFR  KPENSIYLPFMRNAVGPMDFTPGSM <13> NAMGSGTRAFQMALFIIFESGLQMLA < 13> EFITSVPVTWDETKVLYAKVGEAVVVAKRKG--EQWFIGGITG--NQPQNIEIDLGFIPAGQ-SFTLTSFEDGI <5> AMDYKKKESTVNNQTRMTLKMVRNGGWAGTIK    2 
97B2_PRERU  SPENSIWLPYMRNAVGAMDFTPGSM <13> LPIGGGTRAYQMALYVCFESGLQMLA < 13> QFIASVPTTWDETRVLAAKAGDYYVVAKRKG--AKWFVGAITG--SKPQDITISLDFLTRP---AMLTSFRDGR <5> AVDYKKETQEVNPATTLTLHLARNGGWCGSIE    0 
97B1_PRERU  MPRYDVTFPFIRMMAGSVDFTPGAM <13> NPVSMGTRCHQLACYVMHDSPFTMLC < 13> DIITSIPDTWDETRILSGYISSYMITARRNG--SDWYVGGQTN--WDERKVDISLDFLRPGE-SYQATIVTDGV <5> AEDYRIESKTLSTNDKLNIRMASGGGFVVKLI    2 
97B1_MICDE  TPEHNVTLPYIRMVAGPMDYTPGAL <13> RPEAIGTRAHQLAMYAVFESALQMLC < 13> EYIAKFPSVWDETRVLKGEVANYILLARRKG--DTWYIGAMTD--MTARTLTLNLSFLDGG--KYSLHGVADGL <5> AEDYQFIHQTVTAKDSLQLNLAAGGGWSAVIT    3 
97B4_BACTH  TPEYHTRFPFIRLLAGPADYTPGSM <16> PPMSMGTRSHELSMFVIYDQWMAYLC < 13> DFLSKVPAVWDKTLPLQAKLSEYIVTAKQKG--NDWYVGGMTN--WDARSTEVNLSFLKDNV-SYQATIFKDAP <5> PKEYMVEKRTVDSKTILNINMAKGGGFVIRLE    3 
97B1_BACTH  QVKYDVMIPF R VSGPMDYT GAM <13> EPMSQ TRCRQLALYVVFESP NMLC < 13> FIAEIPTVWDES VLDGKMGEYIVTARRKG--D WYVGGITD--WSAR IEVDCSFLGDK--SYHATLFKDGV <5> GRDYKCESFPIKKD KLKVHLAPGGGFALKIK    0I Q Q G F A I V D G
97D1_CAUCR  TATHNVTLPFTRMLLGPMDYTPGGF <13> LPTVQTTR Q LAMYVVYDSPLTMVS < 13> DFI VPTSWDETRVLSGEIGQYIVIARRKG--ADWWVGAMTN--EAGRTVKVPLSFLGNG--AFSA I EDGA <1> PTALKTRTQSVASKDTLTLKLAPGGGG IRIS    2 G A SA E R V
97D1_XANCA  TATHNLTLPFTRMLLGPMDYTPGGF <13> APQVMTTRAQQLAMYVVYESPFAVVS < 12> QFLRDVPASWDETRAIEGAIGEHIVLARRSG--KDWYVGAMTN--EQARTLQVPLTFLDKG--TWTATIYADGA <1> PTEVNIETRKLTRNDTLQLQLAA GGAAIRLH    2 S
97D1_XANAX  TATHNLTLPFTRMLLGPMDYTPGGF <13> GPQVMTTRA QLAMYVVYESP VVA < 12> QFLRDVPASWDQTRALDGAIGEHI LARRSG--KDWYVGAMTN--EQARTLTLPL FLGKG--SWTATIYTDGE <1> PSDVRIDTRRLTRND LQLALAAGGG AVRLQ    2Q FA A S T A
97C1_MICDE  APKQNTILPFTRNVVG MDYTPVAY < 3> QSKRYTTFAHE ALPIIFESGIQHLA < 14> DY LPTSWDETKFLAGAPGEEVIIARRKG--KKWYVAGING---ENEAKEWKVDFSKLINRGTEA LYTDSE <0> EEKYFSLKLTIPKGKKMSITVQPFGGFVMVFK    3 S T FWK R
97C2_MICDE  AATHMAILPFTRNAF PMDFTPTTF < 4> NIERRTSNGFELALPVLFLS LQHIA < 15> YMRDIPVLWDESKLIDGMPGE VVIARKHG--ERWFVAGINA---TNEAINLEMNFDFAL--GKQGTL TDSN <3> KGVESFTSHTITATKNNALTVKANGGFVIVFN    0 D G A H I
97C1_BACTH  EAF TCL PF RNTVGSMEFG FL <10> TTRRTTDV QLA TVLLQ PVQNFA < 14> DFMKRVPTTWDETRFVDGYPGKYVVLARRQG--DTWYL AVNA---GKEPLKLKLDLEMFA--GKTVALYKD K <0> KGE ELTSLKVKEN KVQLEIRPQGG LCI -    0 N H I GC G F T N A D P G I K
97C2_BACTH  AAEHNVTLPFTRNVIGSMDYTPGTF < 3> QHPHITTCGHELALSVVFESALQHMP < 14> EFLSGLPTAWDDTKLLCGYPGADIVLARRKG--DVWYIGGLNG---TNENKTLSFSLVPLQVEGKTMDVFKDGV <1> DKSFAIEEDIQLSNDKMDMSCLPRGGFVAVIK    0 
97C1_PRERU  AASHNTTLPFTRNIIGPMDYTPCTF < 3> QHPHITSDAHELALTVLYESALQHLA < 14> DFFGKLPTTWDETRYVSGYPGESVVLARRSG--ETWYVAGING---TDNKKVLDVDLSFISG-AKCVQTFADAD <5> LSGNKDWLITKGNQIPKQIATQPRGGFVLVIK    3 
97C2_PRERU  EGFDLTLHPFCRNATASMDWGGIIM <10> RHSRKTTDIFELASGITMQTSVQCVA < 14> DFLRELPTTWEETRFIDGYPGKYVVMARKAT-NGKWYIAGLNA---QKEPLALTLDL-KAF--GDLTKLLVDDK <0> QMQPVQTALKKDKKGKIKVVIQPNGGMIIK--    0 
97C3_PRERU  EPFDLTLHPFCRNAVASMDWGGVIM <10> RHSRKTTDIFEIASGITNQTSIQCVA < 14> DFLKTLPATWDETRYIDGYPGKYVVLARRHG--ADWYIAGLNA---QKEPLKLTLDLSMLA--GKTPTIYVDNQ <0> KGEPTMGTLKVDKKGKAKVTIQPNGGLIIK--    0 
97C1_LEIXY  SAADNVNAAVTRGLLGSAYYTPDAL < 2> GGAPNVSQAHQLALTTVIPSALTTLA < 12> GYLADAPTVWDQSLLLDAVPDSHVAVARRSG--ETWRVAAIDD---AARTVDVPLGFLGEG--AYTATSYTDGA <1> GTSVAVSRRTVTADDRLSLNVALHGGAAVVLT  162 
                              * 
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