Short matches between
genome and mRNAs.

repeat or

intron  \ low complexity /
\ 2~
I i

1
\exo { Nvo-targft locus Genome

Micromatches
(1.4 *107)

energy must be low

¢ miRNA:target duplex
(1.2 * 10°)

Minimum free energy structure
must be 'miRNA-like'

v

Base set Multi-target set
(927) (255)




