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A. tamarense MITNLIRLTIGNLALEAKNSARGSAAGKQKGSSSKKAGKPVQGEKKKHQSLSSKAGLVFPV RFAKALRKGGYCKRLAAGGSIYLTAVIE
P. falciparum M---------------------------------SAKGKTGRKKASKGTSNSAKAGLQFPVGRIGRYLKKGKYAKRVGAGAPVYLAAVLE
T. thermophila M-----------------------------STTGKGGKAKGKTASSKQVSRSARAGLQFPVGRISRFLKHGRYSERVGTGAPVYLAAVLE
O. sativa M------------------------------SSSQGGGGRGKAKTTKAVSRSSKAGLQFPVGRIARYLKAGKYAERVGAGAPVYLSAVLE
H. sapiens M---------------------------------SGRGKTGGKARAKAKSRSSRAGLQFPVGRVHRLLRKGHYAERVGAGAPVYLAAVLE
S. cerevisiae M--------------------------------SGGKGGKAGSAAKASQSRSAKAGLTFPVGRVHRLLRRGNYAQRIGSGAPVYLTAVLE
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A. tamarense YITAEILELAGNSAKEARKQRIIPRHI LAIRNDEELNKYLSRVTITGGGVLPNIHTVLLPPKV-------MPAKEGASGSF EF
P. falciparum YL AEILELAGNAARDNKKSRITPRHIQLAVRNDEELNKFLAGVT ASGGVLPNIHNVLLPKKS-----------QLKAGTAN DY
T. thermophila YLAAEVLELAGNAAKDNKKTRIVPRHILLAIRNDEELNKLMANTTIADGGVLPNINPMLLPSKS---------KKTESRGQAS DL
O. sativa YLAAEVLELAGNAARDNKKNRIVPRHI LAVRNDEELSRLLGTVTIAAGGVLPNI QVLLPKKG---------GGKGDIGSAS EF
H. sapiens YLTAEILELAGNAARDNKKTRIIPRHL LAIRNDEELNKLLGGVTIAQGGVLPNI AVLLPKKTSATVGPKAPSGGKKATQAS EY
S. cerevisiae YLAAEILELAGNAARDNKKTRIIPRHLQLAIRNDDELNKLLGNVTIAQGGVLPNIHQNLLPKKS------------AKATKASQEL
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