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Pyrocystis
Lingulodinium
Crypthecodinium
Prorocentrum
Pfiesteria
Gyrodinium
Karenia
Bordetella BPH2
Xanthomonas
Microbulbifer
Xylella
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Escherichia
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Pasteurella
Bacillus
Salmonella
Yersinia

At HLP1

Bp B| P h2 MATKAKAPAKKVTKTAAKTPAKAPAKKAPAKPAVKKTAAAVRPIKEALNKSQLIAYLVENTGVEAKSVKAVLAGLESSVLASVDKKGAGEFTLPGLFKVAVQKVPAKAKRFGKDPFTGEERWFPAKPASVKVKVRPLKKLKDAAQ

Ec HU

1010 10 10

*

100 110 120 130 140

MAPKAKAMKSTVMTKGALAEAVATACEMKKKDVLKALASIAEIATAEVKKSAVFTLPGLCRIKTRKKPATKAGKKE IFGKMCVVKAKPART IVKAFPVAALKKEF

MNKTQLIDVIAEKAELSKTQAKAALESTLAAITESLKEGDAVQLVGFGTFKVNHRAERTGRNPQTGKEIKIAAANVPAFVSGKALKDAVK

Pyrocystis lunula

Alexandrium tamarense 1

58| Alexandrium tamarense 2

Alexandrium tamarense 3

93| Alexandrium tamarense 4

Alexandrium tamarense 5

Lingulodinium polyedrum

Pfiesteria piscicida

Karenia brevis 1

Karenia brevis 2

Karenia brevis 3

Gyrodinium galatheanum

Crypthecodinium cohnii HCC2

91 Crypthecodinium cohnii HCC1

Crypthecodinium cohnii HCC4

Crypthecodinium cohnii HCC3
Prorocentrum minimum

Coxiella burnetii

Microbulbifer degradans | Gammaproteobacteria
Bordetella pertussis
Burkholderia fungorum
Ralstonia metallidurans

92 Xanthomonas campestris .
96— Xylella fastidiosa | Gammaproteobacteria
———— Bradyrhizobium japonicum | Alphaproteobacteria
Wigglesworthia glossinidia

-E Salmonella typhimurium
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54 Betaproteobacteria

100
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Escherichia coli
Yersinia pestis
— Pasteurella multocida

Gammaproteobacteria HU

Synechococcus sp. WH 8102
Thermosynechococcus elongatus | Cyanobacteria HU
Nostoc sp. PCC 7120
Synechocystis sp. PCC 6803
Guillardia theta
Sorghum bicolor
Cyanidioschyzon merolae
Medicago sativa
- Neospora caninum
99 — Toxor gondii
Xenopus laevis
_@ Mus musculus
72 Homo sapiens
Clostridium acetobutylicum

Lactobacillus johnsonii
Bacillus cereus

Agrobacterium tumefaciens
Rickettsia conorii

Eukaryote HU

Firmicutes HU

I Alphaproteobacteria HU
— 0.1 substitutions per site



