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The Cotton Microsateliite Database is a community collaboration initisted and funded by Cotton
Incorporated to pravide centralized access to all 2963 publicly available SSRs and the
standardized panel screened dats for many of thess microsatellites. The standardized panel
consists of 12 diverse genotypes selected from cultivated and exotic cattans. This panel
represents a balanced diversity of the core Gossypium germplasm that includes genstic
standards, base mapping parents, BAC donors, subgenome representatives, unique breeding
lines, exotic introgression sources, and four contemporary Upland cottons each with significant
acreage.

Points of Interest
© The projects page contains all available marker, primer, sequence, mapping, contact and
publication information.
Download standardized panel screened marker data: 375 BNL, 127 JESPR and 204 CIR.
View mapped microsatellites for F2, BCL and RIL on the comparative map viewer cMap
Mine sequences for SSRs using the CMD SSRserver. Upload a batch file of
sequences and have summary, individual and fasta formatted library files of the SSR
server sequences returned.
Search new sequences against existing SR using the batch upload BLAST o FASTA
server taols

Forthcoming Data
© Dr Tianzhen Zhang's aroup will be providing S00 new mapped EST-SSRs.

© Dr 3ohn Yu will be providing information about 00 new SSRs for the THE marker project.
© Dr Jodi Scheffler will be sending panel screened data for 192 new EST-SSRs
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Projects

MGHES: EST-SSR Marker Resources from the Gossypium hirsutum EST Database of GenBank
+ Contributors

Samina N. Qureshi, Department of Plant and Soil Science, P.0. Box 9555, Mississippi State University, Mississippi State,
s 39762

Sukumar Saha, J.N. Jenkins, USDA-ARS, Crop Science Research Laboratory, P.0. Box 5367, Mississippi State, NS
39762

Ramesh . Kantety, Department of Crop and Soil Sciences, 726 Bradfield Hal, Cornel University, Ithacs, NY 14853

« Project Description
One hundred and thirty-three SSR-containing ESTs (EST-SSRs) were identified by analyzing 9,943 sequences belanging
to Gossypium hirsutum L. in GenBank. Primers were designed for 84 of thess EST-SSRs and were tested for their
ability to amplify and detect diversity among three lines of . hirsutum and one line of G. barbadense L. EST-SSR were
called MGHES (H=developed at Mississippi, GH= G. hirsutum, E<EST, S=SSR). In this project information about the
primer sequence, repeat matif, and the degree of polymarphism of cottan MGHES EST-SSR markers is reported.
cost-effective strategy to develop EST-SSR markers by exploiting EST databases is demonstrated for the first time in
catton

Dawnload the MGHES marker data in excel fomat as provided by Dr Sukumar Saha
Download the MGHES primers (Excel format)

Dawnlaod the MGHES microsatellite sequences (fasta format)

Search your sequences against the CM primers using the BLAST or FASTA server.

References
= Qureshi SH, Saha S, Kantety RY, Jenkins N (2004). EST-55
cotton. The Journal of Cottan Science 8:112-123,

: A new class of genetic markers in
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