
RefSeq mRNA sequences
Human and mouse

Blastp peptides vs nr protein Db

Match human to mouse peptides
Blastp, E-value < 0.01

Translate ORFs to peptide

Confirm homolog pairs 
Aligned AUG, >50% identity, same length

Identify UTRs > 60 bases

# UTRS (1)
# UTRs with AUG (2)
# individual AUGs (3)

Identify ORFs
AUG, 20-99 codons, stop codon

in UTR or early CDS

# UTRs with ORF (4)
# individual ORFs (5)

Remove duplicate ORFs

# UTRs with unique ORF (6)
# individual unique ORFs (7)

Remove peptides with match
E-value < 0.01

# UTRs with novel peptide (8)
# individual novel peptides (9)


