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Supplementary Figure 2. Gene age analysis. Percentages of disease and nondisease
genes in each of the gene age groups: Mammalian, Vertebrate, Metazoan and Old.

The genes used in this analysis were classified in different age groups - old, metazoans,
vertebrates and mammals - by mapping through the Ensembl gene identifiers to the
dataset in Alba and Castresana 2005.Briefly, in this dataset the age of human genes was
estimated by performing BLASTP searches against the products of diverse eukaryotic
complete genomes.
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