
                                                                                           
 At1g09130 ----------PRTPPPDLPSMLLDGRIVYIGMPLVPAVTELVVAELMYLQWLDPKEPIYIYINSTGTTRDDGETVGMESE    
Os03g22430 -----------RRPPPDLPSLLLHGRIVYIGMPLVPAVTELVVAQLMYLEWMNSKEPVYIYINSTGTARDDGEPVGMESE    
 At1g49970 -----GGSERPRTAPPDLPSLLLDARICYLGMPIVPAVTELLVAQFMWLDYDNPTKPIYLYINSPGTQNEKMETVGSETE    
Os05g51450 ------------SSAPDLPSLLLDSRIIFLGMPIVPAVTELIAAQFLWLDYDDRTKPIYLYINSTGTMDENNELVASETD    
 At4g17040 -----SKGSAHEQPPPDLASYLFKNRIVYLGMSLVPSVTELILAEFLYLQYEDEEKPIYLYINSTGTTK-NGEKLGYDTE    
Os01g16530 -----LRGTAWQQPPPDLASFLYKNRIVYLGMCLVPSVTELMLAEFLYLQYDDAEKPIYLYINSTGTTK-NGEKLGYETE    
 At1g02560 ---------MVQERFQSIISQLFQYRIIRCGGAVDDDMANIIVAQLLYLDAVDPTKDIVMYVNSP---------GGSVTA    
Os03g19510 ---------MVMERFQSVVSQLFQHRIIRCGGPVEDDMANIIVAQLLYLDAIDPNKDIIMYVNSP---------GGSVTA    
 At1g66670 -----------SFEELDTTNMLLRQRIVFLGSQVDDMTADLVISQLLLLDAEDSERDITLFINSP---------GGSITA    
Os01g32350 -----------RLEELDTTNMLLRQRIVFLGSPVDDMSADLIISQLLLLDAEDKTKDIKLFINSP---------GGSITA    
 At5g45390 -----------RGAESDVMGLLLRERIVFLGSSIDDFVADAIMSQLLLLDAKDPKKDIKLFINSP---------GGSLSA    
Os10g43050 ---------PGAGAGGDVMGLLLRERIVFLGNEIEDFLADAVVSQLLLLDAVDPNSDIRLFVNSP---------GGSLSA    
Os02g42290 ---------SRGERAYDIFSRLLKERIVLIHGPIADETASLVVAQLLFLESENPLKPVHLYINSP---------GGVVTA    
Os04g44400 ---------SRGERAYDIFSRLLKERIVCIHGPITDDTASLVVAQLLFLESENPAKPVHLYINSP---------GGVVTA    
 At5g23140 ---------SRGERAYDIFSRLLKERIICINGPINDDTSHVVVAQLLYLESENPSKPIHMYLNSP---------GGHVTA    
 At1g11750 -----------PGGPLDLSSVLFRNRIIFIGQPINAQVAQRVISQLVTLASIDDKSDILMYLNCP---------GGSTYS    
Os03g29810 -----------PAGALDLATVLLGNRIIFIGQYINSQVAQRVISQLVTLAAVDEEADILIYLNCP---------GGSLYS    
 At1g12410 ------NREEGTWQWVDIWNALYRERVIFIGQNIDEEFSNQILATMLYLDTLDDSRRIYMYLNGP---------GGDLTP    
Os06g04530 -------PGEGTWQWLDIWNALYRERIIFIGDSIDEEFSNQVLASMLYLDSVDNTKKILLYINGP---------GGDLTP    
Os08g15270 --------------------------------------------------------------------------------
Os12g10590 -------PGDEEVTWVDLYNVMYRERTLFLGQEIRCEVTNHITGLMVYLSIEDGISDIFLFINSP---------GGWLIS    
Os11g11210 DLPLLPFQPAEVLIPSECKTLHLYEARYLALLEEALYRTNNSFVHLVLDPVVSGSPKASFAVERLDIGALVSIRGVCRVN    

 At1g09130 GFAIYDSLMQLKNEVHTVCVGAAIGQACLLLSAGTKGKRFMMPHAK------AMIQQPRVPSSGLMPASDVLIRAKEVIT   
Os03g22430 GFAIYDAMMRMKTEIHTLCIGAAAGHACLVLAAGKKGKRYMFPHAK------AMIQQPRIPSYGMMQASDVVIRAKEVVH   
 At1g49970 AYAIADTISYCKSDVYTINCGMAFGQAAMLLSLGKKGYRAVQPHSS------TKLYLPKVNRS-SGAAIDMWIKAKELDA   
Os05g51450 AFAIADFINRSKSKVYTINLSMAYGQAAMLLSLGVKGKRGVLPNSI------TKLYLPKVHKS-GGAAIDMWIKAKELDT   
 At4g17040 AFAIYDVMGYVKPPIFTLCVGNAWGEAALLLTAGAKGNRSALPSST--------IMIKQPIARFQGQATDVEIARKEIKH   
Os01g16530 AFAIYDAMRYVKVPIFTLCVGNAWGEAALLLAAGAKVSVVFASKKYEDNDLILLTFNVQPIGRFQGQATDVDIARKEIRN   
 At1g02560 GMAIFDTMRHIRPDVSTVCVGLAASMGAFLLSAGTKGKRYSLPNSR-------IMIHQPLGGAQ-GGQTDIDIQANEMLH   
Os03g19510 GMAIFDTMKHIRPDVSTVCIGLAASMGAFLLSAGTKGKRYSLPNSR-------IMIHQPLGGAQ-GQETDLEIQANEMLH   
 At1g66670 GMGIYDAMKQCKADVSTVCLGLAASMGAFLLASGSKGKRYCMPNSK-------VMIHQPLGTAG-GKATEMSIRIREMMY   
Os01g32350 GMGVYDAMKFCKADISTVCFGLAASMGAFLLAAGTKGKRFCMPNAR-------IMIHQPSGGAG-GKVTEMGLQIREMMY   
 At5g45390 TMAIYDVVQLVRADVSTIALGIAASTASIILGAGTKGKRFAMPNTR-------IMIHQPLGGAS-GQAIDVEIQAKEVMH   
Os10g43050 TMAIYDVMQLVRADVSTIGLGIAGSTASIILGGGTKGKRFAMPNTR-------IMIHQPVGGAS-GQALDVEVQAKEILT   
Os02g42290 GLAIYDTMQYIRCPVTTLCIGQAASMGSLLLAAGARGERRALPNAR-------VMIHQPSGGAQ-GQATDIAIQAKEILK   
Os04g44400 GLAIYDTMQYIRSPVTTLCIGQAASMASLLLAAGARGERRALPNAR-------VMIHQPSGGAS-GQASDIAIHAKEILK   
 At5g23140 GLAIYDTMQYIRSPISTICLGQAASMASLLLAAGAKGQRRSLPNAT-------VMIHQPSGGYS-GQAKDITIHTKQIVR   
 At1g11750 VLAIYDCMSWIKPKVGTVAFGVAASQGALLLAGGEKGMRYAMPNTR-------VMIHQPQTGCG-GHVEDVRRQVNEAIE   
Os03g29810 ILAIYDCMSWIKPKVGTVCFGVVASQAAIILAGGEKGMRYAMPNAR-------VMIHQPQGVSE-GNVEEVRRQVGETIY   
 At1g12410 SLAIYDTMKSLKSPVGTHCVGLAYNLAGFLLAAGEKGHRFAMPLSR-------IALQSPAGAAR-GQADDIQNEAKELSR   
Os06g04530 CMALYDTMLSLKSPIGTHCLGFAFNLAGFILAAGEKGSRTGMPLCR-------ISLQSPAGAAR-GQADDIENEANELIR   
Os08g15270 ----------------------MAS---FILLGGEPTKRIAFPHAR-------IMLHQPASAYYRARTPEFLLEVEELHK    
Os12g10590 GMAIFDTMQTVTPDIYTICLGIAASMVSFILLGGEPTKRIAFPHAR-------IMLHQPASAYYRARTPEFLLEVEELHK   
Os11g11210 IINLLQMEPYLRGDVSPIMDISSESIELGLRISKLRESMCNLHSLQMK-----LKVPEDEPLQTNIKASLLWSEKEIFEE   

                        .               :        .: .                
 At1g09130 NRDILVELLSKHTGNSVETVANVMRRPYYMDAPKAKEFGVIDRILWRG----------   
Os03g22430 NRNTLVRLLARHTGNPPEKIDKVMRGPFYMDSLKAKEFGVIDKILWRG----------   
 At1g49970 NTEYYIELLAKGTGKSKEQINEDIKRPKYLQAQAAIDYGIADKIADSQ----------   
Os05g51450 NTDYYLELLSKGVGKPKEELAEFLKGPRYFRAQEAIDYGLADTILHSL----------   
 At4g17040 IKTEMVKLYSKHIGKSPEQIEADMKRPKYFSPTEAVEYGIIDKVVYNE----------   
Os01g16530 VKIEMIKLLSRHIGKSVEEIAQDIKRPKYFSPSEAVDYGIIDKVLYNE----------   
 At1g02560 HKANLNGYLAYHTGQSLEKINQDTDRDFFMSAKEAKEYGLIDGVIMNP----------   
Os03g19510 HKANLNGYLAYHTGQPLDKINVDTDRDYFMSAKEAKEYGLIDGVIMNP----------   
 At1g66670 HKIKLNKIFSRITGKPESEIESDTDRDNFLNPWEAKEYGLIDAVIDDG----------   
Os01g32350 EKIKINKILSRITGKPEEQIDEDTKFDYFMSPWEAKDYGIVDSVIDEG----------   
 At5g45390 NKNNVTSIIAGCTSRSFEQVLKDIDRDRYMSPIEAVEYGLIDGVIDGD----------   
Os10g43050 NKRNVIRLISGFTGRTPEQVEKDIDRDRYMGPLEAVDYGLIDSVIDGD----------   
Os02g42290 LRDRLNKIYQKHTGQEIDKIEQCMERDLFMDPEEARDWGLIDEVIENR----------  
Os04g44400 VRDRLNKIYAKHTSQAIDRIEQCMERDMFMDPEEAHDWGLIDEVIEHR----------  
 At5g23140 VWDALNELYVKHTGQPLDVVANNMDRDHFMTPEEAKAFGIIDEVIDERS---------   
 At1g11750 ARQKIDRMYAAFTGQPLEKVQQYTERDRFLSASEALEFGLIDGLLETE----------   
Os03g29810 ARDKVDKMFAAFTGQTLDMVQQWTERDRFMSSSEAMDFGLVDALLETR----------   
 At1g12410 IRDYLFNELAKNTGQPAERVFKDLSRVKRFNAEEAIEYGLIDKIVRPP----------   
Os06g04530 IKNYLYSKLSEHTGHPVDKIHEDLSRVKRFDAEGALEYGIIDRIIRPS----------   
Os08g15270 VREMITRVYALRTGKPFWVVSEDMERDVFMSADEAKAYGLVDIVGDEM----------    
Os12g10590 VHEMITRVYALRTGKPFWVVSEDMERDVFMSADKAKAYGLVDIVGDEM----------   
Os11g11210 YNEGFIPALPERLSFAAYQTVSGMSEAELLSLQKYKIQAMDSTNTLERLNSGIEYVEH   




