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SequencelD | GO_ID GO _Term | Type HitID ‘GenefSymh ol
Contigl GO:0003735 structural constituent of ribosome molecular_function |FBgn0004413 ‘RpSZﬁ
|Ccmrig] |GO:OU'064! 2 jprotein biosynthesis biological_process |[FBgn0004413 ‘RpSZG
|C0nrig1 |GO:OU'05843 cytosolic small ribosomal subunit (sensu Eukarya) |ceiluiar_c0111ponem FBgn0004413 ‘Rp526
Contigl GO:0005840 ribosome cellular_component [FBgn0004413 RpS26
Contigl0 |GO:0006412 protein biosynthesis biological_process [FBgn0011272 RpL13
|Cnntigi{] !00:0005842 cytosolic large ribosomal subunit (sensu Eukarya) |cellular_component |FBgn0011272 ‘Rle}
!Conrig]O |GO:0005840 ribosome |ce]1u1m7c:0mponem FBgn0011272 ‘RpLIS
Contigl0 |GO:0003735 [structural constituent of ribosome |mc1ecu]ar_ﬁmc:ion FBgn0011272 ‘RpL‘lS
Contiglle  |GO:0004772 sterol O-acyltransferase molecular_function [FBgn(031327 ‘CG5397
|Conrig35 |GO:OO'06096 glycolysis biological_process |[FBgn0001258 ‘]mpLS
|C0nrig35 |GO:OOO4459 L-lactate dehydrogenase |111D1€cuiar_funciion FBgn0001258 ‘ImpLB




