human PZPM representatives

All C. elegans PZPMs

All A. thaliana PZPMs

BRD1/BRL (III) AAH47508
JADE (IV) CAE30500

AF10 AAT47519
AF17 AAA21145
GASC1 BAB16102
NSD1 AAK92049

BRD1/BRL (III) AAH47508
JADE (IV) CAE30500

AF10 AAT47519
AF17 AAA21145
GASC1 BAB16102
NSD1 AAK92049

F42A9.2 (PENJAB III)
Y53G8AR.2 (PENJAB IV)
F54F2.2 zfpl (AF10/AF17)

Y59A8A.2

Y48B6A.11 (GASCl-like)

F42A9.2 (PENJAB III)
Y53G8AR.2 (PENJAB IV)
F54F2.2 zfpl (AF10/AF17)

Y59A8A.2

Y48B6A.11 (GASCl-like)

F42A9.2 (PENJAB III)
Y53G8AR.2 (PENJAB IV)
F54F2.2 zZfpl (AF10/AF17)

Y59A8A.2

Y48B6A.11 (GASCl-like)

At29g31650
At1g05830
At3g61740
At4g27910
At5953430
At3g14740
At1g77800
At1g77800

At29g31650
At1g05830
At3g61740
At4g27910
At5953430
At3g14740
At1g77800
At1g77800

ATX1
ATX2
ATX3
ATX4
ATX5

(1st)
(2nd)

ATX1
ATX2
ATX3
ATX4
ATX5

(1st)
(2nd)
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