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BRD1/BRL (III) AAH47508  CCICMDGEC----------QNSNVILF-CD--MCNLAVHQECYGVP--YIPEGQWLCRHCL-QSRARPADCVLCHNKGGAFKKTDDD---RWGHVVCALWIPEVGFANT
JADE (IV) CAE30500       CDVCQSPDG----------EDGNEMVF-CD--KCNICVHQACYGIL--KVPEGSWLCRTCA-L--GVQPKCLLCPKKGGAMKPTRSG--TKWVHVSCALWIPEVSIGSP
AF10 AAT47519            CCVCSDERG----------WAENPLVY-CDGHGCSVAVHQACYGIV--QVPTGPWFCRKCESQERAARVRCELCPHKDGALKRTDNG---GWAHVVCALYIPEVQFANV
AF17 AAA21145            CCVCSDERG----------WAENPLVY-CDGHACSVAVHQACYGIV--QVPTGPWFCRKCESQERAARVRCELCPHKDGALKRTDNG---GWAHVVCALYIPEVQFANV
GASC1 BAB16102           CFIYSEENIEYSPPNAFLEEDGTSLLISCA--KCCVRVHASCYGIPSHEICDG-WLCARC--KRNAWTAECCLCNLRGGALKQTKNN---RWAHVMCAVAVPEVRFTNV
NSD1 AAK92049            CQNC---------------EKLGELLL-CEA-QCCGAFHLECLGLT--EMPRGKFICNEC----RTGIHTCFVCKQSGEDVKRCLLPLCGKFYHEECVQKYPPTVMQNK
                         *                       ::: *    *   .*  * *:    :  * ::*  *          * :*   .  .*         : *  *.   * . : . 
            

BRD1/BRL (III) AAH47508  VFIEPIDGVRNIPPARWKLTCYLCKQKG------V-GACIQCHKANCYTAFHVT--CAQKAGLYMKMEPVKELTGGGTTFSVRKTAYCDVH
JADE (IV) CAE30500       EKMEPITKVSHIPSSRWALVCSLCNEK-------F-GASIQCSVKNCRTAFHVT--CAFDRGLEMKTI-------LAENDEVKFKSYCPKH
AF10 AAT47519            STMEPIV-LQSVPHDRYNKTCYICDEQGRESKAAT-GACMTCNKHGCRQAFHVT--CAQFAGLLCEEE-------GNGADNVQYCGYCKYH
AF17 AAA21145            LTMEPIV-LQYVPHDRFNKTCYICEETGRESKAAS-GACMTCNRHGCRQAFHVT--CAQMAGLLCEEE-------VLEVDNVKYCGYCKYH
GASC1 BAB16102           PERTQID-VGRIPLQRLKLKCIFCRHR---VKRVS-GACIQCSYGRCPASFHVT--CAHAAGVLMEPDD------WPYVVN----ITCFRH
NSD1 AAK92049            GFRCSL------------HICITCHAANPANVSASKGRLMRCV--RCPVAYHANDFCLAAGSKILASN------SIICPNHFTPRRGCRNH
                              :              *  *            *  : *    *  ::*..  *  .                           *  *
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At2g31650 ATX1           CNVCHMDEEYENNLFLQCDKCRMMVHAKCYG--ELEPCDGALWLCNLCRPG----------APDMPPRCCLCPVVGGAMKPT-------TDGRWAHLACAIWIPETCLS
At1g05830 ATX2           CNVCHMDEEYENNLFLQCDKCRMMVHTRCYG--QLEPHNGILWLCNLCRPV----------ALDIPPRCCLCPVVGGAMKPT-------TDGRWAHLACAIWIPETCLL
At3g61740 ATX3           CAVCRWVEDWEENKMIICNRCQVAVHQECYG--VSKSQDLTSWVCRACE------------TPDIERDCCLCPVKGGALKPSD------VEGLWVHVTCAWFRPEVGFL
At4g27910 ATX4           CAVCRWVEDWDYNKIIICNRCQIAVHQECYG--ARHVRDFTSWVCKACE------------RPDIKRECCLCPVKGGALKPTD------VETLWVHVTCAWFQPEVCFA
At5g53430 ATX5           CAVCRWVEDWDYNKIIICNRCQIAVHQECYG--TRNVRDFTSWVCKACE------------TPEIKRECCLCPVKGGALKPTD------VETLWVHVTCAWFQPEVCFA
At3g14740                CAVCQSTDGDPLNPIVFCDGCDLMVHASCYGNPLVKAIPEGDWFCRQCLSSKNR---------EKIFSCCLCTTKGGAMKPT-------NDGRWAHITCALFVPEVYFE
At1g77800 (1st)          CDFCCTG----HHQLIVCTSCKATVHKKCYG---LLEDSGKPWLCSWCELENGR--------ADSERPCLLCPKKGGILKPVLSKTENGGPAEFAHLFCSLWMPEVYIE
At1g77800 (2nd)          CDICRRSETI-WNLIVVCSSCKVAVHIDCYK--CAKEST-GPWYCELCAESSSEPSFNFGEKPNSSTECTLCGGTTGAFRKT-------TNGQWVHAFCAEWSLESTF-
                         * :*        : :: *  *   **  **            * *  *               :    * **    * ::             :.*  *: :  *  : 

At2g31650 ATX1           DVKKMEPIDGVNKVSKDRWKLMCTICGVSYGACIQ-------CSNNSCRVAYHPLCARAAGLCVELEND---------------MSVEGEEADQCIRMLSFCKRH
At1g05830 ATX2           DVKKMEPIDGVKKVSKDRWKLLCSICGVSYGACIQNNDADFQCSNNTCRVAYHPLCARAAGLCVEVLSYPTGDHKLADEDRLFLLSMDDDEADQCIRLLSFCKRH
At3g61740 ATX3           NHENMEPAVGLFKIPANSFLKICTICKQTHGSCVH-------CCK--CATHFHAMCASRAGYNMELHC-------------------LEKNGVQRTRKSVYCSFH
At4g27910 ATX4           SEEKMEPAVGILSIPSTNFVKICVICKQIHGSCTQ-------CCK--CSTYYHAMCASRAGYRMELHC-------------------LEKNGQQITKMVSYCAYH
At5g53430 ATX5           SEEKMEPALGILSIPSSNFVKICVICKQIHGSCTQ-------CCK--CSTYYHAMCASRAGYRMELHC-------------------LEKNGRQITKMVSYCSYH
At3g14740                DPEGREGICCSEVLSKR-WKDRCYLCKVRRGCVIE-------CSEMRCKLAFHVTCGLKEDLCIEYRE-------------------GKKSGGIV---VGFCNEH
At1g77800 (1st)          DLKKMEPILNFPGIKETRRKLLCNLCKVKSGACIR-------CCNGTCRTSFHPICAREAGNRLEV------------------------------WGKHGCDTH
At1g77800 (2nd)          RRGQINPVQGMESLAKK--TDNCCVCQRIYGACTK-------CSYGNCQTTFHPSCARSAGFHM--------------------------TGGGKHPHKAYCEKH
                              :       :        *  *    *.  .       *.   *   :*  *.   .  :                                     *  *
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F42A9.2 (PENJAB III)     CNICLDG-DTSNC--------------------------------------NQIVYCD--RCNLSVHQDCYGI--------PFIPEGC--LECRRCGI---SPAGRVN-
Y53G8AR.2 (PENJAB IV)    CDVCRIS-DCDVA--------------------------------------DEMVFCD--MCNTCVHMVCAGI--------EELPDPAEPWKCAKCAH---MGTPCPP-
F54F2.2 Zfp1 (AF10/AF17) CCVCADE-NGWTD--------------------------------------NPLIYCDGENCEVAVHQGCYGI--------QEVPEGE--WFCAKCTK---ASAMMPGS
Y59A8A.2                 CGVCINQRNIVAA--------------------------------------GDFLQCQ--KCGINVHESCYGT--------LPGGSDDASWYCEPCLY---GLTLPPH-
Y48B6A.11 (GASC1-like)   CAVCQYF-QPPHMNAINHTVPNSSRRLIPKWCFSKTDTKKHEDHHEPPPPLDRLLTCS--NCHVTVHSHCCSGGGGGGGDDDDVTSSGEPWRCPRCRNRTDVEIRTTS-
                         * :*    :                                          . :: *.   *   **  * .             .      *  *          

   

F42A9.2 (PENJAB III)     -------CVLCPSTTGAFK-QVD---QKRWVHVLCVIWVDETHFG--------------NTIFMENVQNVEKALHDRR----------ALSCLLCKNRQ--NARMGACI
Y53G8AR.2 (PENJAB IV)    -------CVLCPALGGSMTYSAD---KTQWAHHSCALFIPEIIFE--------------NEELRAPMTSFERVAEERW----------SQMCSVCD------TRQGACV
F54F2.2 Zfp1 (AF10/AF17) INEATFCCQLCPFDYGALK-KTD---RNGWAHVICALYIPEVRFG--------------NVHSMEPVI-LNDVPTDKF----------NKLCYICNEERPNDAKKGACM
Y59A8A.2                 -------CEFCPSRFGAFK-RADI--RGRWAHAICALYTHGVNYA--------------QTHTRCGV-SWEHLDNNAH-------FG-RRTCTACTDK---IARFGIAS
Y48B6A.11 (GASC1-like)   -------CQLCELRGGALIP-CQIGTDSTWAHVACALFNRRAIFDCPNRPGACFVEPSPRQQSETPRMPPRRLSEEYRAELGDLYENSRWECVVCHR-----TDEGLA-
                                * :*    *::    :      *.*  *.::     :               .          .    :               *  *   :. * . 

               
F42A9.2 (PENJAB III)     QCSETKCTASF---------HVTCARDSGLVMRINETEDG---QVNRFVWCPKH
Y53G8AR.2 (PENJAB IV)    TCSWVDCEETY---------HVCCALRAGMTVRIQEVPNDPEHNVTRVTYCHKH
F54F2.2 Zfp1 (AF10/AF17) SCNKSTCKRSF---------HVTCAQRKGLLCEEGAISRN----VKYCGYCENH
Y59A8A.2                 RCESGMCKEYL---------HVTCAQKLGLLVDETDDND-TEIAVMRYFFCKKH
Y48B6A.11 (GASC1-like)   PCVL--CIEEQATTSLPTLAHVTCARRVGFVCEVRDYPRG----V--VMICHKH
                          *    *             ** **   *:              *     * :*
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