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CGGGAAACTTATGAATCCTCATICCCCCCCAGCCCECARTCTCGARTTTCAATGCCTCAAGAATTTATCGGAARAAACCAAAACCCTTCCGECATCATTCCCCCARAAGCCCCARTCTAGARATGAARAG
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CAACAGGAATTTATCGGAAATGACCGAAACTGAACGEACTCCATTICCCTCT I TTCCCCCARTCACGECGACAGGGTTGCTGTTATAGTGGATGAACARAAACCGGTACGGCGTTGTCTCGCCTTAGTTCG
————AAAATATTCCGCCAAGCAATCCAATG-——=CCGCC TG A A T Cm = = — = = = = = — = = = o
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AAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATCTGTACTTTCTGCGGCTTCGTCGTCTTGTCCTGATTTTTGTTAATTCACTATATCGACATCGCCARACGAAACTTC
——————————— PO AT A A TG T T Cm = = — = = = = — = = o o o
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TTCTAGATTCCCACTTTCGTGGGAATGACGG

GTCATCGCCGTTTCGTCTTTGTCTAAAACCAAAACCGAAACCAACAACCCCARAGGTATCGCCCATACTATCGAATACCTTAAAAAACACAAGGTCGAGACCTTTGCARAATTCCCCARAATCCCCTAAR
——————————————————————————————————————————————————————————————————————————————————————————— AGGCGGAAACCTTTGCAARAAATCCCCAAAATCCCCTARA
——————————————————————————————————————————————————————————————————————————————————————————— ATCCCGAGACCTTTGCARAATTCCCCAAAATCCCCTARA
——————————————————————————————————————————————————————————————————————————————————————————— ATCTAGAGACCTTTGCARAATTCCCCAAAATCCCCTARA
........................................................................................... A....GAGACCTTTGCAARAtTCCCCARRATCCCCTARA

521 650
TTCCCACCAAGACATTTAGGGGATTTCTCATGAGCACCTTCTTTCAACAAACCGCCCAAGCCATGATTGCCAAACACATCGACCGCTTCCCGCTATTGAAGTTGGACCAGGTGATTGATTGGCAGCCGAT
TTCCCACCAAGACATTTAGGGGATTTCTCATGAGCACCTTCTTCCGGCAAACCGCACAAGCCATAATTGCCAAACACATCGACCGTTTCCCGCTATTGAAGTTGGACCGGGTGATTGATTGGCAGCCGAT
TTCCCACCAAGACATTTAGGGGATTTTCCATGAGCACCTTCTTTCAGCAAACCGCACAAGCCATGATTGCCAAACACATCGACCGTTTCCCACTATTGAAGTTGGATCAGGTAATTGATTGGCAACCGAT
TTCCCACCAAGACATTTAGGGGATTTCTCAAGAGCACCTTCTTCCAGCAAACCGCCCAAGCCATGATTGCCAAACACATCGACCGCTTCCCGCTATTGAAGTTGGACCGGGTGATTGATTGGCAGCTGAT
TTCCCACCAAGACATTTAGGGGATTTctCAtGAGCACCTTCTT.CagCAAACCGC.CAAGCCATgATTGCCAAACACATCGACCG.TTCCCgCTATTGAAGTTGGACC .GGTgATTGATTGGCAGCCGAT

651 780
CGAACAATACCTGAACCGTCAAAAAACCCGTTACCTCCGAGACCACCGCGGTCGTCCCGCCTGTCCCCTGTTGTCCATGTTCAAAGCCGTCCTGCTCGGACAATGGCACAACCTCTCCGATCCCGAACTC
CGAACCATACCTGAACCGTCAAA-AACCCGTTACCTCAGAGATTACCGCGGCCGTCCCGCCTATCCCCTGTTGTCCATGTTCAAAGCCGTCCTGCTCGGACAATGGCACAGCCTCTCCGATCCCGAACTC
CGAACAGTACCTGAACCGTCAAAGAACCCGTTACCTTCGAGACCACCGCGGCCGTCCCGCCTATCCCCTGCTGTCCATGTTCAAAGCCGTCCTGCTCGGACAATGGCACAGCCTCTCCGATCCCGAACTC
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CGAACAATACCTGAACCGTCAAAAAACCCGTTACCTTAGAGACCACCGCGGCCGTCCTGCCTATCCCCTGCTGTCCATGTTCAAAGCCGTCCTGCTCGGACAATGGCACAGCCTCTCCGATCCCGAACTC
CGAACaaTACCTGAACCGTCAAA .AACCCGTTACCT. .GAGACCACCGCGGCCGTCCeGCCTaTCCCCTG. TGTCCATGTTCAAAGCCGTCCTGCTCGGACAATGGCACAGCCTCTCCGATCCCGAACTC

781 910
GAACACAGCCTCATCACCCGCATCGACTTCAACCTGTTTTGCCGTTTTGACGAACTGAGCATCCCCGATTACAGCACCTTATGCCGCTACCGCAACCGGCTGGCGCAAGACGACACCCTGTCCGAACTGT
GAACACAGCCTCATCACCCGCATCGACTTCAACCTGTTTTGCCGTTTTGACGAACTGAGCATTCCCGATTACAGCACCTTATGCCGCTACCGCAACTGGTTGGCGCAAGACAACACCCTGTCCGAATTAT
GAACACAGCCTCATCACCCGCATCGATTTCAACCTGTTTTGCCGTTTTGACGAACTGAGCATCCCCGATTACAGCACCTTATGCCGCTACCGCAACTGGCTGGCGCAAGACGACACCCTGTCCGAACTGT
GAACACAGCCTCATTACCCGCATCGATTTCAACCTGTTTTGCCGTTTTGACGAACTGAGCATCCCCGATTACAGCACCTTATGCCGCTACCGCAACCGGCTGGCGCAAGACAATACCCTGTCTGAACTGT
GAACACAGCCTCATCACCCGCATCGA.TTCAACCTGTTTTGCCGTTTTGACGAACTGAGCATCCCCGATTACAGCACCTTATGCCGCTACCGCAAC . GGCTGGCGCAAGAC . ACACCCTGTCCcGAACTQT

911 1040
TGGAACTGATTAACCGCCAACTGACCGAAAAAGGCTTAAAAGTAGAGAAAGCATCCGCCGCCGTCGTTGACGCCACCATTATTCAGACCGTCGGCAGCAAACAGCGCCAGGCCATAGAAGTCGATGAAGA
TGGAACTGATCAACCGCCAACTGACCGAAAAAGGCTTAAAAGTAGAGAAAGCATCCGCCGCCGTCATTGATGCCACCATTATTCAGACCGCCGGCAGCACACAGCGTCAGGTCATAGAAGTCGATGAAGA
TGGAACTGATTAACTGCCAACTGACCGAAAAAGGCTTAAAAGTAGAGAAAGCATCCGCCGCCGTCGTTGATGCCACCATTATTCAGACCGCTGGCAGCAAACAGCGTCAGGCCATAGAAGTCGATGAAGA
TGGAACTGATTAACCGCCAACTGACCGAAAAAGGTTTAAAAATAGAGAAAGCATCCGCTGCCGTCGTTGACGCCACCATTATTCAGACCGCCGGCAGCAAACAGCGTCAGGCCATAGAAGTTGACGAAGA
TGGAACTGATtAACCGCCAACTGACCGAAAAAGGCTTAAAAGTAGAGAAAGCATCCGCcGCCGTCYTTGA . GCCACCATTATTCAGACCGCCcGGCAGCAAaACAGCGECAGGCCATAGAAGTCGALGAAGA

1041 1170
GGGACAAGTCAGCGGTCAAACCACACTGAGTAAGGACAAAAATGCCCGTTGGACAAAGAAAAACAGCCTCTACAAACTCGGTTACAAACAACATACACGTACCGATGCGGAAGGCTATATCGAGAAACTG
AGGACAAATCAACGGCCAAACCACACCGAGTAAGGACAGCGATGCCCGTTGGATCAAGAAAAACGGCCTCTACAAACTCGGTTACAAACAACATACCCGTACCGATGCGGAAGGCTATATCGAGAAACTG
AGGACAAGTCAGCGGCCAAACCACACCGAGTAAGGACAGCGATGCCCGTTGGATCAAGAAAAACGGCCTCTACAAACTCGGTTACAAACAACATACCCGTACCGATGCGGAAGGCTATATCGAGAAACTG
AGGACAAATCAGCGGTCAAACCACACCGAGTAAGGACAGCGATGCCCGTTGGATAAAGAAAAACGGCCTCTACAAACTCGGTTACAAACAACATACCCGTACCGATGCAGAAGGCTATATCGAGAAACTG
aGGACAA .TCAgCGG.CAAACCACACCGAGTAAGGACAQCgATGCCCGTTGGAL . AAGAAAAACGGCCTCTACAAACTCGGTTACAAACAACATACCCGTACCGATGCgGAAGGCTATATCGAGAAACTG

1171 1300
CACATTACTCCCGCCAATGCCCATGAGTGCAAACACCTGTCGCCGTTGTTGGAAGGGTTACCCGAAGGTACGACCATCTATGCCGACAAAGGCTACGACAGTGCGGAAAACCGGCAACATCTGGAAGAAC
CACATTACCCCCGCCAATGCCCATGAGTGCAAACACCTGCCGCCTTTGTTGGAAGGACTGCCCAAAGGTACGACCGTCTATGCCGACAAAGGCTATGACAGTGCGGAAAACCGGCAACATCTGGAAGAAC
CACATTACCCCCGCCAATGCCCATGAGTGCAAACACCTGTCGCCGTTGTTGGAAGGGTTACCCGAAGGTACGACCGTCTATGCCGACAAAGGCTATGACAGTGCGGAAAACCGGCAACATCTGGAAGAAC
CACATTACCCCCGCCAATGCCCATGAGTGCAAACACCTGTCGCCGTTGTTGGAAGGACTGCCCAAAGGTACGACCGTCTATGCCGACAAAGGCTACGACAGTGCGGAAAACCGGCAACATCTGGAAGAAC
CACATTACCcCCCGCCAATGCCCATGAGTGCAAACACCTGECGCCYTTGTTGGAAGG. . T.CCC.AAGGTACGACCQTCTATGCCGACAAAGGCTA . GACAGTGCGGAAAACCGGCAACATCTGGAAGAAC

1301 1430
ATCAGTTGCAGGACGGCATTATGCGCAAAGCCTGCCGCAACCGTCCGCTGACGGAAACGCAAACCAAACGCAACCGGTATTTATCTAAGACCCGTTAT - === === ——=——————————————————————
ATCAGTTGTTGGACGGCATTATGCGCAAAGCCTGCCGCAACCGTCCGCTGACGGAAACGCAAACCAAACGTAACCGATATTTATCGAAGACCCGTTATAGTGGATTAAATTTAAATCAGGACAAGGCGAC
ATCAGTTGCAGGACGGCATTATGCGCAAAGCCTGCCGCAACCGCCCGCTGTCGGAAGTGCAAACCAAGCGTAACCGATATTTATCGAAGACCCGTTAT - - === === === ——————————————————-———
ATCAGTTGCTGGACGGCATTATGCGCAAAGCCCACCGCAACCGTCCGCTGACGGAAGTGCAAACCAAACGCAACCGATATTTGTCGAAGACCCGTTAT - -=-= === === ——————————————————————
ATCAGTTGc.GGACGGCATTATGCGCAAAGCCtgCCGCAACCGECCGCTGaCGGAA . .GCAAACCAAACG . AACCGaTATTTaTCOAAGACCCGT TAT . v v i it e et it i ettt i i e tenaaaas

1431 1560
————————————————————————————————————————————————————————————————————————— GTGGTCGAACAAAGCTTCGGTACGCTGCACCGTAAATTCCGCTACGCCCGGGCGGCC
GAAGCCGCAGACAGTACAAATAGTACGGCAAGGCGAGGCAACGCCGTACTGGTTTAAATTTAATCCACTATATGTGGTCGAACAGAGCT TCGGTACGCTGCACCGTAAATTCCGCTATGCGCGGGCAGCT
————————————————————————————————————————————————————————————————————————— GTGGTCGAACAAAGCTTCGGTACGCTGCACCGTAAATTCCGCTACGCCCGGGCAGCC
————————————————————————————————————————————————————————————————————————— GTGGTTGAACAGAGCTTCGGTACGCTGCACCGTAAATTCCGCTACGCCCGGGCAGCC
......................................................................... GTGGTCGAACA . AGCTTCGGTACGCTGCACCGTARATTCCGCTACGCCCGGGCaGCC
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1561 1690
TATTTCGGACTGATT —— = — = = = = = = = = = e TGCGCCCGCTGCCGCCTAAAAGGCAGCCCGGATGCCTGATTATCGGG
TATTTCGGACTGATTAAAGTGAGTGCGCAAAGCCACCTGAAGGCGATGTGTTTGAACCTGTTGAAAGCGGCCAACAGGTTAAGTGCGCCCGCTGCCGCCTARAAGGCAGCCCGGATGCCTGATTATCGGG
TATTTCGGACTGATTAAAGTGAGTGTGCAAAGCCATCTGAAGGCGATGTGTTTGAACCTGTTGAAAGCCGCCAACAGGCTAAGTGCGCCTGTTGCCGCCTARAAGGCAGCACGGATGCCTGATTATCGGG
TATTTCGGACTGGTTAAAGTGAGTGCGCAAAGCCACCTGAAGGCGATGTGTTTGAACCTGTTGAAAGCCGCCAACAGGCTAAGTGCGCCCGCTGCCGCCTARAAGGCAGCACGGATGCCTGATTATCGGG
TATTTCGGACTGaTTaaagtgagtg.gcaaagcca.ctgaaggegatgtgtttgaacctgttgaaage.geccaacagg. taagTGCGCCeGeTGCCGCCTAAAAGGCAGC . CGGATGCCTGATTATCGGG

1691 1820

TATCCGGGGAGGATTAAGGGGGTATT TGGGTAAAATTAGGAGGTATTTGGGGCGAAAACAGCTGAAAACCTGTGTTTGGGT TTCGGCTGTCGGGAGGGAAAGGAATTTTGCAAAGGTCTCAAC—— -~~~
TATCCGGGGAGGATTAAGGGGGTATTTGGGTAAAATTAGGCGGTATTTGGGGCGAAAACAGCCGAAAACCTGTGT TTGGGT TTCGGCTGTCGGGAGGGAAAGGAAT TTTGCAAAGGTCTCAA- ———~—~~
TATCCGGGGAGGATTAAGGGGGCGTTTGGGTAGAATTAGGAGATATTTGGGGCGAAAACAGCCGAAAACCTGTGT TTGGGT TTCGGCTGTCGGGAGGGARAGGAATTTTGCAAAGGTCTCATCCTGTTAT
TATCCGGGGAGGATTAAGGGGATATTTGGGTAGAATTAGGCGGTATTTGGGGCGAAAACAGCCGAAAACCTGTGT TGGGGT TTCGGCTGTCGGG-~GAAAAGGAAT TT TGCAAAGGTCTCTT -~~~ ——~~
TATCCGGGGAGGATTAAGGGGYtaTTTGGGTA . AATTAGG . GgTATTTGGGGCGAAAACAGCCGAAAACCTGTGT TEGGGT TTCGGCTGTCGGGagGgARAGGAATTTTGCAAAGGTCTCA . v v v v e vt s

1821 1950
—————————————————————————————————————— TTGAACAAAARAGAACCGCCCCGAATCAGGGC — === == === = = m = mm o o e
e e o —————— CCCARCGCG
TTTCACAAAAACAGAARACCAAAAACAGCAACCTGAAATECCTCATTCCCACCARACTCCEAATCCACTGCGTTGAGTTTCAGCTATTTAGAATAAATTTTGARAACTC TAAT CECCTCATTCCCACCARA
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EEGEEARTECAGEAGGCAAAATCTCAAGAAACCGTTTTACCCGATAAGTTTCCGCACCGACAACTCTAGATTICTCCCCTGCECEECAATCACGARTCCATCCATACGGAAACCTGCATCCCGTCATTCCC

CAGATAATC CTARCETOAGAICCEO TG EOBEGARTBACEGH TCACT TCCTACGGT -~~~ - ———-— -~ -~
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