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1 REP frag. DR Left End 130

CGGACCGGGCCCTTTCGCGGGTAAACCCGCTCCTACAGGGGACCATTGTT, IXeATCACCCAGCCCTTCCGGGCTGCGCTGTCGCGCAGCARACATGAGGTGTACGGCTTCAGTTCCGCAGCG
GGGTGAACCCGCTCCTACAGGTACGGCGCAGAATTCGAAATCTGTGGGGG IXeATCACCCAGCCCTTCCGGGCTGCGCTGTCGCGCAGCARACATGAGGTGTACGGCTTCAGTTCCGCAGCG
TAGCCAAATAGATGATGGTTGCCTGGGCCGGCCCTTTCGCGGGTARACCG IYeATCACCCAGCCCTTCCGGGCTGCGCTGTCGCGCAGCARACATGAGGTGTACGGCTTCAGTTCCGCAGCG
GGTAAACCCGCTCCTACAACGTGCGGCACAGTTTTCAAAGGCTGTGACAT NEATCACCCAGCCCTTCCGGGCTGCGCTGTCGCGCAGCAAACATGAGGTGTACGGCTTCAGTTCCGCAGCG
ACCGCCGGTGATGTAAAGTCGCTTCGCTGACGTGTTTTTCAGCGCCCTC EEQTCACCCAGCCCTTCCGGGCTGCGCTGTCGCGCAGCAAACATGAGGTGTACGGCTTCAGTTCCGCAGCG
..... a....g.t.t.....g...gg.cc.gc.tt.....g......C. e~ TCACCCAGCCCTTCCGGGCTGCGCTGTCGCGCAGCARACATGAGGTGTACGGCTTCAGTTCCGCAGCG
131 Left End

ACGCTGACATTTTGAAAAAGAAAAGGCGGTTGGCCCGGTAGGGCCAGCCGCCTTTTGCTTTGTTAGGGTTCGTGTGCGCGGGACAGAGATCGTAGCCAGCACTGGTGTGTGTCTGCACACCCGCGTAGGA
ACGCTGACATTTTGAAAAAGAAAAGGCGGTTGGCCCGGTAGGGCCAGCCGCCTTTTGCTTTGTTAGGGTTCGTGTGCGCGGGACAGAGATCGTAGCCAGCACTGGTGTGTGTCTGCACACCCGCGTAGGA
ACGCTGACATTTTGAAAAAGAAAAGGCGGTTGGCCCGGTAGGGCCAGCCGCCTTTTGCTTTGTTAGGGTTCGTGTGCGCGGGACAGAGATCGTAGCCAGCACTGGTGTGTGTCTGCACACCCGCGTAGGA
ACGCTGACATTTTGAAAAAGAAAAGGCGGTTGGCCCGGTAGGGCCAGCCGCCTTTTGCTTTGTTAGGGTTCGTGTGCGCGGGACAGAGATCGTAGCCAGCACTGGTGTGTGTCTGCACACCCGCGTAGGA
ACGCTGACATTTTGAAAAAGAAAAGGCGGTTGGCCCGGTAGGGCCAGCCGCCTTTTGCTTTGTTAGGGTTCGTGTGCGCGGGACAGAGATCGTAGCCAGCACTGGTGTGTGTCTGCACACCCGCGTAGGA
ACGCTGACATTTTGAAAAAGAAAAGGCGGTTGGCCCGGTAGGGCCAGCCGCCTTTTGCTTTGTTAGGGTTCGTGTGCGCGGGACAGAGATCGTAGCCAGCACTGGTGTGTGTCTGCACACCCGCGTAGGA

261 ORF 390
GAGTGATCCGCACGGTATCGGCGTGAAGTCCCTGTAGGCATCAGCTGATTCAGCTGTGACCACGTATGAGAGAGTGAACCCTTTCGCCACCGTGTGCCCCGCGCGCCCTTTATCCTGCGAGGATTCATCA
GAGTGATCCGCACGGTATCGGCGTGAAGTCCCTGTAGGCATCAGCTGATTCAGCTGTGACCACGTATGAGAGAGTGAACCCTTTCGCCACCGTGTGCCCCGCGCGCCCTTTATCCTGCGAGGATTCATCA
GAGTGATCCGCACGGTATCGGCGTGAAGTCCCTGTAGGCATCAGCTGATTCAGCTGTGACCACGTATGAGAGAGTGAACCCTTTCGCCACCGTGTGCCCCGCGCGCCCTTTATCCTGCGAGGATTCATCA
GAGTGATCCGCACGGTATCGGCGTGAAGTCCCTGTAGGCATCAGCTGATTCAGCTGTGACCACGTATGAGAGAGTGAACCCTTTCGCCACCGTGTGCCCCGCGCGCCCTTTATCCTGCGAGGATTCATCA
GAGTGATCCGCACGGTATCGGCGTGAAGTCCCTGTAGGCATCAGCTGATTCAGCTGTGACCACGTATGAGAGAGTGAACCCTTTCGCCACCGTGTGCCCCGCGCGCCCTTTATCCTGCGAGGATTCATCA
GAGTGATCCGCACGGTATCGGCGTGAAGTCCCTGTAGGCATCAGCTGATTCAGCTGTGACCACGTATGAGAGAGTGAACCCTTTCGCCACCGTGTGCCCCGCGCGCCCTTTATCCTGCGAGGATTCATCA

391 ORF 520
TGGCGCGCAAGCCTTCCAAGCAACGCTTTACCGTCGTCCATCCCGATTGCGCGGCGATCGATGTCGGTGGTCGAGAGCATTTCGTGGCGGTCGATCCCCGGCACGAAAATCCCGTCCAGTCGTTCACGTC
TGGCGCGCAAGCCTTCCAAGCAACGCTTTACCGTCGTCCATCCCGATTGCGCGGCGATCGATGTCGGTGGTCGAGAGCATTTCGTGGCGGTCGATCCCCGGCACGAAAATCCCGTCCAGTCGTTCACGTC
TGGCGCGCAAGCCTTCCAAGCAACGCTTTACCGTCGTCCATCCCGATTGCGCGGCGATCGATGTCGGTGGTCGAGAGCATTTCGTGGCGGTCGATCCCCGGCACGAAAATCCCGTCCAGTCGTTCACGTC
TGGCGCGCAAGCCTTCCAAGCAACGCTTTACCGTCGTCCATCCCGATTGCGCGGCGATCGATGTCGGTGGTCGAGAGCATTTCGTGGCGGTCGATCCCCGGCACGAAAATCCCGTCCAGTCGTTCACGTC
TGGCGCGCAAGCCTTCCAAGCAACGCTTTACCGTCGTCCATCCCGATTGCGCGGCGATCGATGTCGGTGGTCGAGAGCATTTCGTGGCGGTCGATCCCCGGCACGAAAATCCCGTCCAGTCGTTCACGTC
TGGCGCGCAAGCCTTCCAAGCAACGCTTTACCGTCGTCCATCCCGATTGCGCGGCGATCGATGTCGGTGGTCGAGAGCATTTCGTGGCGGTCGATCCCCGGCACGAAAATCCCGTCCAGTCGTTCACGTC

521 ORF 650
CTTTACTGACGACCTGCTCAAGATGGCTAACTGGCTTGAAAGCCTGGGGATCAAGGTCGTTGCCATGGAATCCACGGGGGTTTATTGGATTCCAATTTACGAGATTCTCAGCGAGCGCGGTTTTGACGTT
CTTTACTGACGACCTGCTCAAGATGGCTAACTGGCTTGAAAGCCTGGGGATCAAGGTCGTTGCCATGGAATCCACGGGGGTTTATTGGATTCCAATTTACGAGATTCTCAGCGAGCGCGGTTTTGACGTT
CTTTACTGACGACCTGCTCAAGATGGCTAACTGGCTTGAAAGCCTGGGGATCAAGGTCGTTGCCATGGAATCCACGGGGGTTTATTGGATTCCAATTTACGAGATTCTCAGCGAGCGCGGTTTTGACGTT
CTTTACTGACGACCTGCTCAAGATGGCTAACTGGCTTGAAAGCCTGGGGATCAAGGTCGTTGCCATGGAATCCACGGGGGTTTATTGGATTCCAATTTACGAGATTCTCAGCGAGCGCGGTTTTGACGTT
CTTTACTGACGACCTGCTCAAGATGGCTAACTGGCTTGAAAGCCTGGGGATCAAGGTCGTTGCCATGGAATCCACGGGGGTTTATTGGATTCCAATTTACGAGATTCTCAGCGAGCGCGGTTTTGACGTT
CTTTACTGACGACCTGCTCAAGATGGCTAACTGGCTTGAAAGCCTGGGGATCAAGGTCGTTGCCATGGAATCCACGGGGGTTTATTGGATTCCAATTTACGAGATTCTCAGCGAGCGCGGTTTTGACGTT
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651 ORF 780
TATCTCGTCAATGCCAGAGCAACTCGGCAAATCACGGGCCGTAAATCAGATGTGCTGGATTGCCAGTGGATCTGGCAGCTGATGACTCATGGACTGCTCAGAGGCGCATTCCGCCCCGATGATCTGACCT
TATCTCGTCAATGCCAGAGCAACTCGGCAAATCACGGGCCGTAAATCAGATGTGCTGGATTGCCAGTGGATCTGGCAGCTGATGACTCATGGACTGCTCAGAGGCGCATTCCGCCCCGATGATCTGACCT
TATCTCGTCAATGCCAGAGCAACTCGGCAAATCACGGGCCGTAAATCAGATGTGCTGGATTGCCAGTGGATCTGGCAGCTGATGACTCATGGACTGCTCAGAGGCGCATTCCGCCCCGATGATCTGACCT
TATCTCGTCAATGCCAGAGCAACTCGGCAAATCACGGGCCGTAAATCAGATGTGCTGGATTGCCAGTGGATCTGGCAGCTGATGACTCATGGACTGCTCAGAGGCGCATTCCGCCCCGATGATCTGACCT
TATCTCGTCAATGCCAGAGCAACTCGGCAAATCACGGGCCGTAAATCAGATGTGCTGGATTGCCAGTGGATCTGGCAGCTGATGACTCATGGACTGCTCAGAGGCGCATTCCGCCCCGATGATCTGACCT
TATCTCGTCAATGCCAGAGCAACTCGGCAAATCACGGGCCGTAAATCAGATGTGCTGGATTGCCAGTGGATCTGGCAGCTGATGACTCATGGACTGCTCAGAGGCGCATTCCGCCCCGATGATCTGACCT

781 ORF 910
GCTGCGTCCGGTCATTGGTCAGGCAGCGTGCTTCCAAAGTGAAAGACCAGGCGCAGACGCTGAACCGGATGCAAAAGGCCATGAGCCAAATGAACATCCAGCTGGCCAATGTCATCAGTGATATTTCCGG
GCTGCGTCCGGTCATTGGTCAGGCAGCGTGCTTCCAAAGTGAAAGACCAGGCGCAGACGCTGAACCGGATGCAAAAGGCCATGAGCCAAATGAACATCCAGCTGGCCAATGTCATCAGTGATATTTCCGG
GCTGCGTCCGGTCATTGGTCAGGCAGCGTGCTTCCAAAGTGAAAGACCAGGCGCAGACGCTGAACCGGATGCAAAAGGCCATGAGCCAAATGAACATCCAGCTGGCCAATGTCATCAGTGATATTTCCGG
GCTGCGTCCGGTCATTGGTCAGGCAGCGTGCTTCCAAAGTGAAAGACCAGGCGCAGACGCTGAACCGGATGCAAAAGGCCATGAGCCAAATGAACATCCAGCTGGCCAATGTCATCAGTGATATTTCCGG
GCTGCGTCCGGTCATTGGTCAGGCAGCGTGCTTCCAAAGTGAAAGACCAGGCGCAGACGCTGAACCGGATGCAAAAGGCCATGAGCCAAATGAACATCCAGCTGGCCAATGTCATCAGTGATATTTCCGG
GCTGCGTCCGGTCATTGGTCAGGCAGCGTGCTTCCAAAGTGAAAGACCAGGCGCAGACGCTGAACCGGATGCAAAAGGCCATGAGCCAAATGAACATCCAGCTGGCCAATGTCATCAGTGATATTTCCGG

911 ORF 1040
TGTAACTGGCATGAAGATTTTGCGGGCCATCTGCGCAGGTGAACGGGACCCAGTGCAACTGGCTGAACTAACCGACCGCCGCATCAAGGCAGGCAAGGAGGCTGTCGCTCGGAGTCTTCATGGCAATTGG
TGTAACTGGCATGAAGATTTTGCGGGCCATCTGCGCAGGTGAACGGGACCCAGTGCAACTGGCTGAACTAACCGACCGCCGCATCAAGGCAGGCAAGGAGGCTGTCGCTCGGAGTCTTCATGGCAATTGG
TGTAACTGGCATGAAGATTTTGCGGGCCATCTGCGCAGGTGAACGGGACCCAGTGCAACTGGCTGAACTAACCGACCGCCGCATCAAGGCAGGCAAGGAGGCTGTCGCTCGGAGTCTTCATGGCAATTGG
TGTAACTGGCATGAAGATTTTGCGGGCCATCTGCGCAGGTGAACGGGACCCAGTGCAACTGGCTGAACTAACCGACCGCCGCATCAAGGCAGGCAAGGAGGCTGTCGCTCGGAGTCTTCATGGCAATTGG
TGTAACTGGCATGAAGATTTTGCGGGCCATCTGCGCAGGTGAACGGGACCCAGTGCAACTGGCTGAACTAACCGACCGCCGCATCAAGGCAGGCAAGGAGGCTGTCGCTCGGAGTCTTCATGGCAATTGG
TGTAACTGGCATGAAGATTTTGCGGGCCATCTGCGCAGGTGAACGGGACCCAGTGCAACTGGCTGAACTAACCGACCGCCGCATCAAGGCAGGCAAGGAGGCTGTCGCTCGGAGTCTTCATGGCAATTGG

1041 ORF 1170
CGGCGCGAGCATTTGCATGCGCTAACTCAGGAATTGGCTGCCTATGACTTCCTGGAGCAGCAAATTGCAGATTGTGACGACGCCATAAAAGCCGCGTTAGAGCAGTTGCCGGTGCTGCAAAACAAGCCAG
CGGCGCGAGCATTTGCATGCGCTAACTCAGGAATTGGCTGCCTATGACTTCCTGGAGCAGCAAATTGCAGATTGTGACGACGCCATAAAAGCCGCGTTAGAGCAGTTGCCGGTGCTGCAAAACAAGCCAG
CGGCGCGAGCATTTGCATGCGCTAACTCAGGAATTGGCTGCCTATGACTTCCTGGAGCAGCAAATTGCAGATTGTGACGACGCCATAAAAGCCGCGTTAGAGCAGTTGCCGGTGCTGCAAAACAAGCCAG
CGGCGCGAGCATTTGCATGCGCTAACTCAGGAATTGGCTGCCTATGACTTCCTGGAGCAGCAAATTGCAGATTGTGACGACGCCATAAAAGCCGCGTTAGAGCAGTTGCCGGTGCTGCAAAACAAGCCAG
CGGCGCGAGCATTTGCATGCGCTAACTCAGGAATTGGCTGCCTATGACTTCCTGGAGCAGCAAATTGCAGATTGTGACGACGCCATAAAAGCCGCGTTAGAGCAGTTGCCGGTGCTGCAAAACAAGCCAG
CGGCGCGAGCATTTGCATGCGCTAACTCAGGAATTGGCTGCCTATGACTTCCTGGAGCAGCAAATTGCAGATTGTGACGACGCCATAAAAGCCGCGTTAGAGCAGTTGCCGGTGCTGCAAAACAAGCCAG

1171 ORF 1300
AGCCATCCAAGAAGCCTTTACGGAGCCCACACCGAAACGGCGCCCAACAGACTGTATTGCATCAGACTTTGTGGAAAGTTCTTGGCGTGGACCTAACCGCAATTCCAACCATTGGGGTGGACACTGCATT
AGCCATCCAAGAAGCCTTTACGGAGCCCACACCGAAACGGCGCCCAACAGACTGTATTGCATCAGACTTTGTGGAAAGTTCTTGGCGTGGACCTAACCGCAATTCCAACCATTGGGGTGGACACTGCATT
AGCCATCCAAGAAGCCTTTACGGAGCCCACACCGAAACGGCGCCCAACAGACTGTATTGCATCAGACTTTGTGGAAAGTTCTTGGCGTGGACCTAACCGCAATTCCAACCATTGGGGTGGACACTGCATT
AGCCATCCAAGAAGCCTTTACGGAGCCCACACCGAAACGGCGCCCAACAGACTGTATTGCATCAGACTTTGTGGAAAGTTCTTGGCGTGGACCTAACCGCAATTCCAACCATTGGGGTGGACACTGCATT
AGCCATCCAAGAAGCCTTTACGGAGCCCACACCGAAACGGCGCCCAACAGACTGTATTGCATCAGACTTTGTGGAAAGTTCTTGGCGTGGACCTAACCGCAATTCCAACCATTGGGGTGGACACTGCATT
AGCCATCCAAGAAGCCTTTACGGAGCCCACACCGAAACGGCGCCCAACAGACTGTATTGCATCAGACTTTGTGGAAAGTTCTTGGCGTGGACCTAACCGCAATTCCAACCATTGGGGTGGACACTGCATT



1-1296422
2-1439937
7" -5224683
6’ -4075799
57-3828362
Consensus

1-1296422
2-1439937
7" -5224683
6’ -4075799
57-3828362
Consensus

1-1296422
2-1439937
7" -5224683
6’ -4075799
57-3828362
Consensus

1-1296422
2-1439937
7" -5224683
6’ -4075799
57-3828362
Consensus

1-1296422
2-1439937
7" -5224683
6’ -4075799
57-3828362
Consensus

1301 ORF 1430
AGTGCTGGCAGGGGAGATCGGTACAGATCTATCACGCTTCCCGTCCTCACAGCACTTCTGCTCTTGGTTGGGACTGGCTCCCCCTACCCGAATTTCCGGCGGTCATCGACTGGCAGGTGGTGGGCCCAAA
AGTGCTGGCAGGGGAGATCGGTACAGATCTATCACGCTTCCCGTCCTCACAGCACTTCTGCTCTTGGTTGGGACTGGCTCCCCCTACCCGAATTTCCGGCGGTCATCGACTGGCAGGTGGTGGGCCCAAA
AGTGCTGGCAGGGGAGATCGGTACAGATCTATCACGCTTCCCGTCCTCACAGCACTTCTGCTCTTGGTTGGGACTGGCTCCCCCTACCCGAATTTCCGGCGGTCATCGACTGGCAGGTGGTGGGCCCAAA
AGTGCTGGCAGGGGAGATCGGTACAGATCTATCACGCTTCCCGTCCTCACAGCACTTCTGCTCTTGGTTGGGACTGGCTCCCCCTACCCGAATTTCCGGCGGTCATCGACTGGCAGGTGGTGGGCCCAAA
AGTGCTGGCAGGGGAGATCGGTACAGATCTATCACGCTTCCCGTCCTCACAGCACTTCTGCTCTTGGTTGGGACTGGCTCCCCCTACCCGAATTTCCGGCGGTCATCGACTGGCAGGTGGTGGGCCCAAA
AGTGCTGGCAGGGGAGATCGGTACAGATCTATCACGCTTCCCGTCCTCACAGCACTTCTGCTCTTGGTTGGGACTGGCTCCCCCTACCCGAATTTCCGGCGGTCATCGACTGGCAGGTGGTGGGCCCAAA

1431 ORF 1560
ATAGTCAATCGAGCAGCGCAAGCACTCAAGCAGGCTGCATCCAATGCCCGTAACGACAAGGGTTTCATTGGCGCATCGCACCGAGCCAGACTGACTCGAATGGATACCAGCTGCGCCATCAAGGCCACTG
ATAGTCAATCGAGCAGCGCAAGCACTCAAGCAGGCTGCATCCAATGCCCGTAACGACAAGGGTTTCATTGGCGCATCGCACCGAGCCAGACTGACTCGAATGGATACCAGCTGCGCCATCAAGGCCACTG
ATAGTCAATCGAGCAGCGCAAGCACTCAAGCAGGCTGCATCCAATGCCCGTAACGACAAGGGTTTCATTGGCGCATCGCACCGAGCCAGACTGACTCGAATGGATACCAGCTGCGCCATCAAGGCCACTG
ATAGTCAATCGAGCAGCGCAAGCACTCAAGCAGGCTGCATCCAATGCCCGTAACGACAAGGGTTTCATTGGCGCATCGCACCGAGCCAGACTGACTCGAATGGATACCAGCTGCGCCATCAAAGCCACTG
ATAGTCAATCGAGCAGCGCAAGCACTCAAGCAGGCTGCATCCAATGCCCGTAACGACAAGGGTTTCATTGGCGCATCGCACCGAGCCAGACTGACTCGAATGGATACCAGCTGCGCCATCAAAGCCACTG
ATAGTCAATCGAGCAGCGCAAGCACTCAAGCAGGCTGCATCCAATGCCCGTAACGACAAGGGTTTCATTGGCGCATCGCACCGAGCCAGACTGACTCGAATGGATACCAGCTGCGCCATCAA . GCCACTG

1561 ORF 1690
CGCATCAGTTGGCACGTCTGGTGTACAACCTGTTAACCAAGAAGCAGGCTTATGTTGAACAAGGTCTTGAGGAGTTCGAAACCAGAAGCCAAGACCGGCAGGTCCGGGCTTTGCTTCGCAAAGCCCGGAA
CGCATCAGTTGGCACGTCTGGTGTACAACCTGTTAACCAAGAAGCAGGCTTATGTTGAACAAGGTCTTGAGGAGTTCGAAACCAGAAGCCAAGACCGGCAGGTCCGGGCTTTGCTTCGCAAAGCCCGGAA
CGCATCAGTTGGCACGTCTGGTGTACAACCTGTTAACCAAGAAGCAGGCTTATGTTGAACAAGGTCTTGAGGAGTTCGAAACCAGAAGCCAAGACCGGCAGGTCCGGGCTTTGCTTCGCAAAGCCCGGAA
CGCATCAGTTGGCACGTCTGGTGTACAACCTGTTAACCAAGAAGCAGGCTTATGTTGAACAAGGTCTTGAGGAGTTCGAAGCCAGAAGCCAAGACCGGCAGGTCCGGGCTTTGCTTCGCAAAGCCCGGAA
CGCATCAGTTGGCACGTCTGGTGTACAACCTGTTAACCAAGAAGCAGGCTTATGTTGAACAAGGTCTTGAGGAGTTCGAAGCCAGAAGCCAAGACCGGCAGGTCCGGGCTTTGCTTCGCAAAGCCCGGAA
CGCATCAGTTGGCACGTCTGGTGTACAACCTGTTAACCAAGAAGCAGGCTTATGTTGAACAAGGTCTTGAGGAGTTCGAA . CCAGAAGCCAAGACCGGCAGGTCCGGGCTTTGCTTCGCAAAGCCCGGAA

1691 ORF Right End 1820
ACTGGGGTATCAACTGGTGGCCGCTTGAGTGCTTAGAAAACAATGGGTTGCATTTTGTTTGATGAGAGATCACCCAGCCCTTCCGGGCTGCGCTGTCGCACAGCAAACAGGATGCGCATGACGTCAGATC
ACTGGGGTATCAACTGGTGGCCGCTTGAGTGCTTAGAAAACAATGGGTTGCATTTTGTTTGATGAGAGATCACCCAGCCCTTCCGGGCTGCGCTGTCGCACAGCAAACAGGATGCGCATGACGTCAGATC
ACTGGGGTATCAACTGGTGGCCGCTTGAGTGCTTAGAAAACAATGGGTTGCATTTTGTTTGATGAGAGATCACCCAGCCCTTCCGGGCTGCGCTGTCGCACAGCAAACAGGATGCGCATGACGTCAGATC
ACTGGGGTATCAACTGGTGGCCGCTTGAGTGCTTAGAAAACAATGGGTTGCATTTTGTTTGATGAGAGATCACCCAGCCCTTCCGGGCTGCGCTGTCGCACAGCAAACAGGATGCGCATGACGTCAGATC
ACTGGGGTATCAACTGGTGGCCGCTTGAGTGCTTAGAAAACAATGGGTTGCATTTTGTTTGATGAGAGATCACCCAGCCCTTCCGGGCTGCGCTGTCGCACAGCAAACAGGATGCGCATGACGTCAGATC
ACTGGGGTATCAACTGGTGGCCGCTTGAGTGCTTAGAAAACAATGGGTTGCATTTTGTTTGATGAGAGATCACCCAGCCCTTCCGGGCTGCGCTGTCGCACAGCAAACAGGATGCGCATGACGTCAGATC

1821 Right End 1950
TGCACTGACATCGAGATCTAGAAAAGCATTCGCCGACTGATCCGGGTAGGTCAGCCGCCGAATACTTTIGCTATGGTTCCCAATGCGCGGGAAAGAGGCCGTAGACCGCACTGGTGTIGCTGCTTTGCTCCC
TGCACTGACATCGAGATCTAGAAAAGCATTCGCCGACTGATCCGGGTAGGTCAGCCGCCGAATACTTTIGCTATGGTTCCCAATGCGCGGGAAAGAGGCCGTAGACCGCACTGGTGTGCTGCTTTGCTCCC
TGCACTGACATCGAGATCTAGAAAAGCATTCGCCGACTGATCCGGGTAGGTCAGCCGCCGAATACTTTIGCTATGGTTCCCAATGCGCGGGARAGAGGCCGTAGACCGCACTGGTGTGCTGCTTTGCTCCC
TGCACTGACATCGAGATCTAGAAAAGCATTCGCCGACTGATCCGGGTAGGTCAGCCGCCGAATACTTTIGCTATGGTTCCCAATGCGCGGGAAAGAGGCCGTAGACCGCACTGGTGTIGCTGCTTTGCTCCC
TGCACTGACATCGAGATCTAGAAAAGCATTCGCCGACTGATCCGGGTAGGTCAGCCGCCGAATACTTTIGCTATGGTTCCCAATGCGCGGGAAAGAGGCCGTAGACCGCACTGGTGTIGCTGCTTTGCTCCC
TGCACTGACATCGAGATCTAGAAAAGCATTCGCCGACTGATCCGGGTAGGTCAGCCGCCGAATACTTTIGCTATGGTTCCCAATGCGCGGGAAAGAGGCCGTAGACCGCACTGGTGTIGCTGCTTTGCTCCC



1951 Right End 2080
1-1296422 GAATGAGAGAGTGGCCCAAATGGCATCGGCGTTAATCCCTGTCGGCACAGCTTGCTGTGACCACGTATAGAAGAGTGAACACTTCGCCGCCATTGACCCCGCGCGCCTGTTTTTTTICGCTAGARAAGAACA
2-1439937 GAATGAGAGAGTGGCCCAAATGGCATCGGCGTTAATCCCTGTCGGCACAGCTTGCTGTGACCACGTATAGAAGAGTGAACACTTCGCCGCCATTGACCCCGCGCGCCTGTTTTTTTCGCTAGAAAGAACA
7'-5224683 GAATGAGAGAGTGGCCCAAATGGCATCGGCGTTAATCCCTGTCGGCACAGCTTGCTGTGACCACGTATAGAAGAGTGAACACTTCGCCGCCATTGACCCCGCGCGCCTGTTTTTTTICGCTAGAAAGAACA
6"-4075799 GAATGAGAGAGIGGCCCAAATGGCATCGGCGITAATCCCTGTCGGCACAGCTTGCTGTGACCACGTATAGAAGAGTGAACACTTCGCCGCCATTGACCCCGCGCGCCTGTTTTTITTCGCTAGARAGAACA
5/-3828362 GAATGAGAGAGTGGCCCAAATGGCATCGGCGTTAATCCCTGTCGGCACAGCTTGCTGTGACCACGTATAGAAGAGTGAACACTTCGCCGCCATTGACCCCGCGCGCCTGTTTTTTTICGCTAGARAGAACA
Consensus GAATGAGAGAGTGGCCCAAATGGCATCGGCGTTAATCCCTGTCGGCACAGCTTGCTGTGACCACGTATAGAAGAGTGAACACTTCGCCGCCATTGACCCCGCGCGCCTGTTTTTTTCGCTAGAAAGAACA

2081 Right End DR REP fragments

1-1296422 GTGGGTTATCTTTTGTTTGATAGARE e clelciiiiiplese/ocliaclNelelsleleiiGTCAGTCGCTAAAGAGTCAGAGGCCGAGCATATCCCGCGCCACTGCCTCGGCGATGCGAATGCCATCCACACCG
2-1439937 GTIGGGTTATCTTTTIGTTTGATAGAREcicchilisslociolcriiiclelcioslce CAAAGGCACCATCAAACGGTCAGCCCTTCCACACCTGCGGGTTCACCAGGTCCCGCGGCCGCTCGCCCAGCAGLC
7" -5224683 GTGGGTTATCTTTTGTTTGATAGACCCAGCCAGCAGAGAACCGACAGATGACCGACACCCCCCTGGCAACCCTCTACCAGTCCCTCGACCAGCACCGC
6’ -4075799 GTGGGTTATCTTITTGTTTGATAGAINGs clciciiieiioelolcioehiiiieiceleesle ACCAGGCAACCGAACCTTCAGGCCCGCCACCGCTCCAAGCAACACCCTGTAACGGCCCGGAACACGTTCCGGGC
57-3828362 GTGGGTTATCTTTTGTTTGATAGAEs clclchuulislelociocliiel e cicelslcAAGCCTGTGCCATCCCTAATCCCGATCCCGTAGATCTAAATCTATTAATATCAATGGCCTATGCAATATTCTTA
Consensus GTGGGTTATCTTTTGTTTGATAGAKlgeclelcuimAsolofelofcrviiiricelelelie). .cag.ca.C..a...t...C....g.CC.v ... CCueivvenn ca.CC...t.C..g.CCvvvrrnnnn c.gc

The Right Ends of the two ISPpu9 copies aligned below are shorter but the rest of the IS is identical and the sites of insertion are similar to the insertion sites of the five longer ISPpu9 copies aligned
above.

1 REP frag. DR Left End 130
3-5452952 CGTTGCTGGCAGGGCGTATTGCAAAAACCGTCTGATTGACGATACGCGAC NEATCACCCAGCCCTTCCGGGCTGCGCTGTCGCGCAGCARACATGAGGTGTACGGCTTCAGTTCCGCAGCG
47-2939439 TTCGAGGCCTGTGTTGATCCTTTCGCGGGTGAACCCGTTCCTACAGCAGT NEATCACCCAGCCCTTCCGGGCTGCGCTGTCGCGCAGCARACATGAGGTGTACGGCTTCAGTTCCGCAGCG
CONSensus ............ L Covrnn GC... €A TCACCCAGCCCTTCCGGGCTGCGCTGTCGCGCAGCARACATGAGGTGTACGGCTTCAGTTCCGCAGCG
131 Left End

3-5452952 ACGCTGACATTTTGAAAAAGAAAAGGCGGTTGGCCCGGTAGGGCCAGCCGCCTTTTGCTTTGTTAGGGTTCGTGTGCGCGGGACAGAGATCGTAGCCAGCACTGGTGTGTGTCTGCACACCCGCGTAGGA
4" -2939439 ACGCTGACATTTTGAAAAAGAAAAGGCGGTTGGCCCGGTAGGGCCAGCCGCCTTTTGCTTTGTTAGGGTTCGTGTGCGCGGGACAGAGATCGTAGCCAGCACTGGTGTGTGTCTGCACACCCGCGTAGGA
Consensus ACGCTGACATTTTGAAAAAGAAAAGGCGGTTGGCCCGGTAGGGCCAGCCGCCTTTTGCTTTGTTAGGGTTCGTGTGCGCGGGACAGAGATCGTAGCCAGCACTGGTGTGTGTCTGCACACCCGCGTAGGA

261 ORF 390
3-5452952 GAGTGATCCGCACGGTATCGGCGTGAAGTCCCTGTAGGCATCAGCTGATTCAGCTGTGACCACGTATGAGAGAGTGAACCCTTTCGCCACCGTGTGCCCCGCGCGCCCTTTATCCTGCGAGGATTCATCA
4" -2939439 GAGTGATCCGCACGGTATCGGCGTGAAGTCCCTGTAGGCATCAGCTGATTCAGCTGTGACCACGTATGAGAGAGTGAACCCTTTCGCCACCGTGTGCCCCGCGCGCCCTTTATCCTGCGAGGATTCATCA
Consensus GAGTGATCCGCACGGTATCGGCGTGAAGTCCCTGTAGGCATCAGCTGATTCAGCTGTGACCACGTATGAGAGAGTGAACCCTTTCGCCACCGTGTGCCCCGCGCGCCCTTTATCCTGCGAGGATTCATCA

391 ORF 520
3-5452952 TGGCGCGCAAGCCTTCCAAGCAACGCTTTACCGTCGTCCATCCCGATTGCGCGGCGATCGATGTCGGTGGTCGAGAGCATTTCGTGGCGGTCGATCCCCGGCACGARAATCCCGTCCAGTCGTTCACGTC
4" -2939439 TGGCGCGCAAGCCTTCCAAGCAACGCTTTACCGTCGTCCATCCCGATTGCGCGGCGATCGATGTCGGTGGTCGAGAGCATTTCGTGGCGGTCGATCCCCGGCACGAAAATCCCGTCCAGTCGTTCACGTC
Consensus TGGCGCGCAAGCCTTCCAAGCAACGCTTTACCGTCGTCCATCCCGATTGCGCGGCGATCGATGTCGGTGGTCGAGAGCATTTCGTGGCGGTCGATCCCCGGCACGAAAATCCCGTCCAGTCGTTCACGTC
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521 ORF 650
CTTTACTGACGACCTGCTCAAGATGGCTAACTGGCTTGAAAGCCTGGGGATCAAGGTCGTTGCCATGGAATCCACGGGGGTTTATTGGATTCCAATTTACGAGATTCTCAGCGAGCGCGGTTTTGACGTT
CTTTACTGACGACCTGCTCAAGATGGCTAACTGGCTTGAAAGCCTGGGGATCAAGGTCGTTGCCATGGAATCCACGGGGGTTTATTGGATTCCAATTTACGAGATTCTCAGCGAGCGCGGTTTTGACGTT
CTTTACTGACGACCTGCTCAAGATGGCTAACTGGCTTGAAAGCCTGGGGATCAAGGTCGTTGCCATGGAATCCACGGGGGTTTATTGGATTCCAATTTACGAGATTCTCAGCGAGCGCGGTTTTGACGTT

651 ORF 780
TATCTCGTCAATGCCAGAGCAACTCGGCAAATCACGGGCCGTAAATCAGATGTGCTGGATTGCCAGTGGATCTGGCAGCTGATGACTCATGGACTGCTCAGAGGCGCATTCCGCCCCGATGATCTGACCT
TATCTCGTCAATGCCAGAGCAACTCGGCAAATCACGGGCCGTAAATCAGATGTGCTGGATTGCCAGTGGATCTGGCAGCTGATGACTCATGGACTGCTCAGAGGCGCATTCCGCCCCGATGATCTGACCT
TATCTCGTCAATGCCAGAGCAACTCGGCAAATCACGGGCCGTAAATCAGATGTGCTGGATTGCCAGTGGATCTGGCAGCTGATGACTCATGGACTGCTCAGAGGCGCATTCCGCCCCGATGATCTGACCT

781 ORF 910
GCTGCGTCCGGTCATTGGTCAGGCAGCGTGCTTCCAAAGTGAAAGACCAGGCGCAGACGCTGAACCGGATGCAAAAGGCCATGAGCCAAATGAACATCCAGCTGGCCAATGTCATCAGTGATATTTCCGG
GCTGCGTCCGGTCATTGGTCAGGCAGCGTGCTTCCAAAGTGAAAGACCAGGCGCAGACGCTGAACCGGATGCAAAAGGCCATGAGCCAAATGAACATCCAGCTGGCCAATGTCATCAGTGATATTTCCGG
GCTGCGTCCGGTCATTGGTCAGGCAGCGTGCTTCCAAAGTGAAAGACCAGGCGCAGACGCTGAACCGGATGCAAAAGGCCATGAGCCAAATGAACATCCAGCTGGCCAATGTCATCAGTGATATTTCCGG

911 ORF 1040
TGTAACTGGCATGAAGATTTTGCGGGCCATCTGCGCAGGTGAACGGGACCCAGTGCAACTGGCTGAACTAACCGACCGCCGCATCAAGGCAGGCAAGGAGGCTGTCGCTCGGAGTCTTCATGGCAATTGG
TGTAACTGGCATGAAGATTTTGCGGGCCATCTGCGCAGGTGAACGGGACCCAGTGCAACTGGCTGAACTAACCGACCGCCGCATCAAGGCAGGCAAGGAGGCTGTCGCTCGGAGTCTTCATGGCAATTGG
TGTAACTGGCATGAAGATTTTGCGGGCCATCTGCGCAGGTGAACGGGACCCAGTGCAACTGGCTGAACTAACCGACCGCCGCATCAAGGCAGGCAAGGAGGCTGTCGCTCGGAGTCTTCATGGCAATTGG

1041 ORF 1170
CGGCGCGAGCATTTGCATGCGCTAACTCAGGAATTGGCTGCCTATGACTTCCTGGAGCAGCAAATTGCAGATTGTGACGACGCCATAAAAGCCGCGTTAGAGCAGTTGCCGGTGCTGCAAAACAAGCCAG
CGGCGCGAGCATTTGCATGCGCTAACTCAGGAATTGGCTGCCTATGACTTCCTGGAGCAGCAAATTGCAGATTGTGACGACGCCATAAAAGCCGCGTTAGAGCAGTTGCCGGTGCTGCAAAACAAGCCAG
CGGCGCGAGCATTTGCATGCGCTAACTCAGGAATTGGCTGCCTATGACTTCCTGGAGCAGCAAATTGCAGATTGTGACGACGCCATAAAAGCCGCGTTAGAGCAGTTGCCGGTGCTGCAAAACAAGCCAG

1171 ORF 1300
AGCCATCCAAGAAGCCTTTACGGAGCCCACACCGAAACGGCGCCCAACAGACTGTATTGCATCAGACTTTGTGGAAAGTTCTTGGCGTGGACCTAACCGCAATTCCAACCATTGGGGTGGACACTGCATT
AGCCATCCAAGAAGCCTTTACGGAGCCCACACCGAAACGGCGCCCAACAGACTGTATTGCATCAGACTTTGTGGAAAGTTCTTGGCGTGGACCTAACCGCAATTCCAACCATTGGGGTGGACACTGCATT
AGCCATCCAAGAAGCCTTTACGGAGCCCACACCGAAACGGCGCCCAACAGACTGTATTGCATCAGACTTTGTGGAAAGTTCTTGGCGTGGACCTAACCGCAATTCCAACCATTGGGGTGGACACTGCATT

1301 ORF 1430
AGTGCTGGCAGGGGAGATCGGTACAGATCTATCACGCTTCCCGTCCTCACAGCACTTCTGCTCTTGGTTGGGACTGGCTCCCCCTACCCGAATTTCCGGCGGTCATCGACTGGCAGGTGGTGGGCCCAAA
AGTGCTGGCAGGGGAGATCGGTACAGATCTATCACGCTTCCCGTCCTCACAGCACTTCTGCTCTTGGTTGGGACTGGCTCCCCCTACCCGAATTTCCGGCGGTCATCGACTGGCAGGTGGTGGGCCCAAA
AGTGCTGGCAGGGGAGATCGGTACAGATCTATCACGCTTCCCGTCCTCACAGCACTTCTGCTCTTGGTTGGGACTGGCTCCCCCTACCCGAATTTCCGGCGGTCATCGACTGGCAGGTGGTGGGCCCAAA

1431 ORF 1560
ATAGTCAATCGAGCAGCGCAAGCACTCAAGCAGGCTGCATCCAATGCCCGTAACGACAAGGGTTTCATTGGCGCATCGCACCGAGCCAGACTGACTCGAATGGATACCAGCTGCGCCATCAAGGCCACTG
ATAGTCAATCGAGCAGCGCAAGCACTCAAGCAGGCTGCATCCAATGCCCGTAACGACAAGGGTTTCATTGGCGCATCGCACCGAGCCAGACTGACTCGAATGGATACCAGCTGCGCCATCAAAGCCACTG
ATAGTCAATCGAGCAGCGCAAGCACTCAAGCAGGCTGCATCCAATGCCCGTAACGACAAGGGTTTCATTGGCGCATCGCACCGAGCCAGACTGACTCGAATGGATACCAGCTGCGCCATCAA . GCCACTG

1561 ORF 1690
CGCATCAGTTGGCACGTCTGGTGTACAACCTGTTAACCAAGAAGCAGGCTTATGTTGAACAAGGTCTTGAGGAGTTCGAAACCAGAAGCCAAGACCGGCAGGTCCGGGCTTTGCTTCGCAAAGCCCGGAA
CGCATCAGTTGGCACGTCTGGTGTACAACCTGTTAACCAAGAAGCAGGCTTATGTTGAACAAGGTCTTGAGGAGTTCGAAGCCAGAAGCCAAGACCGGCAGGTCCGGGCTTTGCTTCGCAAAGCCCGGAA
CGCATCAGTTGGCACGTCTGGTGTACAACCTGTTAACCAAGAAGCAGGCTTATGTTGAACAAGGTCTTGAGGAGTTCGAA . CCAGAAGCCAAGACCGGCAGGTCCGGGCTTTGCTTCGCAAAGCCCGGAA



1691 ORF Right End DR  REP fragments
3-5452952 ACTGGGGTATCAACTGGTGGCCGCTTGAGTGCTTAGAAAACAATGGGTTGCATTTTIGTTTGATGAGINGElElchtny eleleeF/er .V EEEif\ETCGCGGCAACGGTGAACGGCGGGTGGAGATTGGCCAGC
ACTGGGGTATCAACTGGTGGCCGCTTGAGTGCTTAGAAAACAATGGGTTGCATTTTGT ITTGATGACKE e Echiiel \E/elelelelel N NElele[c[ss/E[ECACAGGCAAACTCGACCTTCAGGTGTGAGTGATATCCC

4" -2939439
Consensus ACTGGGGTATCAACTGGTGGCCGCTTGAGTGCTTAGAAAACAATGGGTTGCATTTTGTTTGATGAGHg  clelcuiiveleloleloer v el e . .. .GGCAA. .. .GA.C..C.GCTG....T. .. ... C



