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1 REP fragment DR Left End 130

ARAGGGCCGGGCCTGCTGGCCATTTCTCACCAGTCGTTCACCGTTGCCGCCCRIANSEAr Uilelelolelelchr V-V -GS/ Bl TG TATGGTAGGACT TGAAGGGAGGAGGAGGGC CATAACTCGCTTCTGACTGT
ARGAGGCCGGGCCTGCTGGCCAATCTCCACCTGCCGTTCAGCGTTGCCGCCA RS SSchy-Uiielelolelc(chy.v-v-(e[es/c I TG TATGGTAGGACT TGAAGGGAGGAGGAGGGCCATAACTCGCTTCTGACTGT
GCAGAATGGCARACGCGGGTTGCGCTTGTGGATGAGGT TGCCGTTGCATG TGS clelehlshiolclolclelchl-V.V\lele/c[MIT GTATGGTAGGACT TGAAGGGAGGAGGAGGGCCATAACTCGCTTCTGACTGT
GCCTTGTTGCCGGTGGGGTATGTGTTGAGCTGACGGTGGGTGGTTGCCTGTTTGTATGGTAGGACTTGAAGGGAGGAGGAGGGCCATAACTCGCTTCTGACTGT
AATACGGTAGCCGCGACAATGGTGAACGGCAGGTGGACATTGGC TAGTAGGC SUE/couloniiielelslelc|chyV-v-(e[e/s/c I TG TATGGTAGGACT TGAAGGGAGGAGGAGGGCCATAACTCGCTTCTGACTGT
ATGAAARAGGCGACCTTCTTCAGAGGGTCGCCTTTTTTTGTGCCGCCTGAT ShElelo/sloniiieleslele(chv-v-V-e[e/s[c[ @I TG TATGGTAGGACT TGAAGGGAGGAGGAGGGCCATAACTCGCTTCTGACTGT
GTAGGCGCGGATTCATCTGCGAACACTGGCAGAGCCGGTGCCARACTCCGCGEAE Hehlelshiolelolclelchi-V-Volele/c/MIT GTATGGTAGGACTTGAAGGGAGGAGGAGGGCCATAACTCGCTTCTGACTGT
........ GG et egeeeiia i Cuiit g ... g.tgCcC.T. .TGTATGGTAGGACTTGAAGGGAGGAGGAGGGCCATAACTCGCTTCTGACTGT

131 Left End 260

TCGCGCAGTACAGACCGTAGGAGAAATCACCCCTCCTCCTTTCAACACCCAAGCGCCGATAAGGAATGCCTCGCGAGCAAGCGACAATAGAAGCAAGCCTGCGCCAGGGTGTGCCCTTCAAGTCACACTA
TCGCGCAGTACAGACCGTAGGAGAAATCACCCCTCCTCCTTTCAACACCCAAGCGCCGATAAGGAATGCCTCGCGAGCAAGCGACAATAGAAGCAAGCCTGCGCCAGGGTGTGCCCTTCAAGTCACACTA
TCGCGCAGTACAGACCGTAGGAGAAATCACCCCTCCTCCTTTCAACACCCAAGCGCCGATAAGGAATGCCTCGCGAGCAAGCGACAATAGAAGCAAGCCTGCGCCAGGGTGTGCCCTTCAAGTCACACTA
TCGCGCAGTACAGACCGTAGGAGAAATCACCCCTCCTCCTTTCAACACCCAAGCGCCGATAAGGAATGCCTCGCGAGCAAGCGACAATAGAAGCAAGCCTGCGCCAGGGTGTGCCCTTCAAGTCACACTA
TCGCGCAGTACAGACCGTAGGAGAAATCACCCCTCCTCCTTTCAACACCCAAGCGCCGATAAGGAATGCCTCGCGAGCAAGCGACAATAGAAGCAAGCCTGCGCCAGGGTGTGCCCTTCAAGTCACACTA
TCGCGCAGTACAGACCGTAGGAGAAATCACCCCTCCTCCTTTCAACACCCAAGCGCCGATAAGGAATGCCTCGCGAGCAAGCGACAATAGAAGCAAGCCTGCGCCAGGGTGTGCCCTTCAAGTCACACTA
TCGCGCAGTACAGACCGTAGGAGAAATCACCCCTCCTCCTTTCAACACCCAAGCGCCGATAAGGAATGCCTCGCGAGCAAGCGACAATAGAAGCAAGCCTGCGCCAGGGTGTGCCCTTCAAGTCACACTA
TCGCGCAGTACAGACCGTAGGAGAAATCACCCCTCCTCCTTTCAACACCCAAGCGCCGATAAGGAATGCCTCGCGAGCAAGCGACAATAGAAGCAAGCCTGCGCCAGGGTGTGCCCTTCAAGTCACACTA

261 Left End orf 390

CGCTACAAGGAGCAGCTATTCATGGCAATGTCCGCAATCCCAATCGAAGCTGGCGTGGACACCTCCAAAGATGAACTGGTGATTCAAGCCGCTCCGAATACCAAATCCTTCGCCATCCCTAACACTCCGA
CGCTACAAGGAGCAGCTATTCATGGCAATGTCCGCAATCCCAATCGAAGCTGGCGTGGACACCTCCAAAGATGAACTGGTGATTCAAGCCGCTCCGAATACCAAATCCTTCGCCATCCCTAACACTCCGA
CGCTACAAGGAGCAGCTATTCATGGCAATGTCCGCAATCCCAATCGAAGCTGGCGTGGACACCTCCAAAGATGAACTGGTGATTCAAGCCGCTCCGAATACCAAATCCTTCGCCATCCCTAACACTCCGA
CGCTACAAGGAGCAGCTATTCATGGCAATGTCCGCAATCCCAATCGAAGCTGGCGTGGACACCTCCAAAGATGAACTGGTGATTCAAGCCGCTCCGAATACCAAATCCTTCGCCATCCCTAACACTCCGA
CGCTACAAGGAGCAGCTATTCATGGCAATGTCCGCAATCCCAATCGAAGCTGGCGTGGACACCTCCAAAGATGAACTGGTGATTCAAGCCGCTCCGAATACCAAATCCTTCGCCATCCCTAACACTCCGA
CGCTACAAGGAGCAGCTATTCATGGCAATGTCCGCAATCCCAATCGAAGCTGGCGTGGACACCTCCAAAGATGAACTGGTGATTCAAGCCGCTCCGAATACCAAATCCTTCGCCATCCCTAACACTCCGA
CGCTACAAGGAGCAGCTATTCATGGCAATGTCCGCAATCCCAATCGAAGCTGGCGTGGACACCTCCAAAGATGAACTGGTGATTCAAGCCGCTCCGAATACCAAATCCTTCGCCATCCCTAACACTCCGA
CGCTACAAGGAGCAGCTATTCATGGCAATGTCCGCAATCCCAATCGAAGCTGGCGTGGACACCTCCAAAGATGAACTGGTGATTCAAGCCGCTCCGAATACCAAATCCTTCGCCATCCCTAACACTCCGA

392 orf 520
AAGCAATCAAAGCCTGGCTCAAGACGCTGCCCAAAGGCTCAGCGCTGGCCATCGAAGCGACCAGTACCTATCACATGGAAATGGCGGAGCAAGCCCATGCTGCGGGCTTCGCGGTATACGTTATCGATGG
AAGCAATCAAAGCCTGGCTCAAGACGCTGCCCAAAGGCTCAGCGCTGGCCATCGAAGCGACCAGTACCTATCACATGGAAATGGCGGAGCAAGCCCATGCTGCGGGCTTCGCGGTATACGTTATCGATGG
AAGCAATCAAAGCCTGGCTCAAGACGCTGCCCAAAGGCTCAGCGCTGGCCATCGAAGCGACCAGTACCTATCACATGGAAATGGCGGAGCAAGCCCATGCTGCGGGCTTCGCGGTATACGTTATCGATGG
AAGCAATCAAAGCCTGGCTCAAGACGCTGCCCAAAGGCTCAGCGCTGGCCATCGAAGCGACCAGTACCTATCACATGGAAATGGCGGAGCAAGCCCATGCTGCGGGCTTCGCGGTATACGTTATCGATGG
AAGCAATCAAAGCCTGGCTCAAGACGCTGCCCAAAGGCTCAGCGCTGGCCATCGAAGCGACCAGTACCTATCACATGGAAATGGCGGAGCAAGCCCATGCTGCGGGCTTCGCGGTATACGTTATCGATGG
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AAGCAATCAAAGCCTGGCTCAAGACGCTGCCCAAAGGCTCAGCGCTGGCCATCGAAGCGACCAGTACCTATCACATGGAAATGGCGGAGCAAGCCCATGCTGCGGGCTTCGCGGTATACGTTATCGATGG
AAGCAATCAAAGCCTGGCTCAAGACGCTGCCCAAAGGCTCAGCGCTGGCCATCGAAGCGACCAGTACCTATCACATGGAAATGGCGGAGCAAGCCCATGCTGCGGGCTTCGCGGTATACGTTATCGATGG
AAGCAATCAAAGCCTGGCTCAAGACGCTGCCCAAAGGCTCAGCGCTGGCCATCGAAGCGACCAGTACCTATCACATGGAAATGGCGGAGCAAGCCCATGCTGCGGGCTTCGCGGTATACGTTATCGATGG

521 orf 650
GCTGAGGCTGAGTAAGTACCGGGAAAGTGTTGCTATACGGGCAAAAACAGATGCCCATGATGCCGCTTTGCTCGCCCGCTTCCTGAGCAACGAGCGGGGCTCTTTGAAGGCTTGGACTCCGCCACCAGCC
GCTGAGGCTGAGTAAGTACCGGGAAAGTGTTGCTATACGGGCAAAAACAGATGCCCATGATGCCGCTTTGCTCGCCCGCTTCCTGAGCAACGAGCGGGGCTCTTTGAAGGCTTGGACTCCGCCACCAGCC
GCTGAGGCTGAGTAAGTACCGGGAAAGTGTTGCTATACGGGCAAAAACAGATGCCCATGATGCCGCTTTGCTCGCCCGCTTCCTGAGCAACGAGCGGGGCTCTTTGAAGGCTTGGACTCCGCCACCAGCC
GCTGAGGCTGAGTAAGTACCGGGAAAGTGTTGCTATACGGGCAAAAACAGATGCCCATGATGCCGCTTTGCTCGCCCGCTTCCTGAGCAACGAGCGGGGCTCTTTGAAGGCTTGGACTCCGCCACCAGCC
GCTGAGGCTGAGTAAGTACCGGGAAAGTGTTGCTATACGGGCAAAAACAGATGCCCATGATGCCGCTTTGCTCGCCCGCTTCCTGAGCAACGAGCGGGGCTCTTTGAAGGCTTGGACTCCGCCACCAGCC
GCTGAGGCTGAGTAAGTACCGGGAAAGTGTTGCTATACGGGCAAAAACAGATGCCCATGATGCCGCTTTGCTCGCCCGCTTCCTGAGCAACGAGCGGGGCTCTTTGAAGGCTTGGACTCCGCCACCAGCC
GCTGAGGCTGAGTAAGTACCGGGAAAGTGTTGCTATACGGGCAAAAACAGATGCCCATGATGCCGCTTTGCTCGCCCGCTTCCTGAGCAACGAGCGGGGCTCTTTGAAGGCTTGGACTCCGCCACCAGCC
GCTGAGGCTGAGTAAGTACCGGGAAAGTGTTGCTATACGGGCAAAAACAGATGCCCATGATGCCGCTTTGCTCGCCCGCTTCCTGAGCAACGAGCGGGGCTCTTTGAAGGCTTGGACTCCGCCACCAGCC

651 orf 780
GGGCATCGTGAGATCCAGGTGCTGCTGCGCCGCCGCGCCAAACTTGTAGCAGTGCGCGGCATGCTGCGGATGAGCTTGTCGGGCGACAAATTGTTTGCCTCAGAACTCAAACGTGTTGAGGAAGTGCTCG
GGGCATCGTGAGATCCAGGTGCTGCTGCGCCGCCGCGCCAAACTTGTAGCAGTGCGCGGCATGCTGCGGATGAGCTTGTCGGGCGACAAATTGTTTGCCTCAGAACTCAAACGTGTTGAGGAAGTGCTCG
GGGCATCGTGAGATCCAGGTGCTGCTGCGCCGCCGCGCCAAACTTGTAGCAGTGCGCGGCATGCTGCGGATGAGCTTGTCGGGCGACAAATTGTTTGCCTCAGAACTCAAACGTGTTGAGGAAGTGCTCG
GGGCATCGTGAGATCCAGGTGCTGCTGCGCCGCCGCGCCAAACTTGTAGCAGTGCGCGGCATGCTGCGGATGAGCTTGTCGGGCGACAAATTGTTTGCCTCAGAACTCAAACGTGTTGAGGAAGTGCTCG
GGGCATCGTGAGATCCAGGTGCTGCTGCGCCGCCGCGCCAAACTTGTAGCAGTGCGCGGCATGCTGCGGATGAGCTTGTCGGGCGACAAATTGTTTGCCTCAGAACTCAAACGTGTTGAGGAAGTGCTCG
GGGCATCGTGAGATCCAGGTGCTGCTGCGCCGCCGCGCCAAACTTGTAGCAGTGCGCGGCATGCTGCGGATGAGCTTGTCGGGCGACAAATTGTTTGCCTCAGAACTCAAACGTGTTGAGGAAGTGCTCG
GGGCATCGTGAGATCCAGGTGCTGCTGCGCCGCCGCGCCAAACTTGTAGCAGTGCGCGGCATGCTGCGGATGAGCTTGTCGGGCGACAAATTGTTTGCCTCAGAACTCAAACGTGTTGAGGAAGTGCTCG
GGGCATCGTGAGATCCAGGTGCTGCTGCGCCGCCGCGCCAAACTTGTAGCAGTGCGCGGCATGCTGCGGATGAGCTTGTCGGGCGACAAATTGTTTGCCTCAGAACTCAAACGTGTTGAGGAAGTGCTCG

781 orf 910
AACGCATAGAGCTTTCGCTGGAAAAACAGCTGCGTGCGGTGATCAAGAAGGCGGGGCTTTCCGATCAGATGCGCCGTGTTCAGAGGCTTCCGGGTGTTGGTTTCTTAACGGCTGCCGGCCTGGTGATGTC
AACGCATAGAGCTTTCGCTGGAAAAACAGCTGCGTGCGGTGATCAAGAAGGCGGGGCTTTCCGATCAGATGCGCCGTGTTCAGAGGCTTCCGGGTGTTGGTTTCTTAACGGCTGCCGGCCTGGTGATGTC
AACGCATAGAGCTTTCGCTGGAAAAACAGCTGCGTGCGGTGATCAAGAAGGCGGGGCTTTCCGATCAGATGCGCCGTGTTCAGAGGCTTCCGGGTGTTGGTTTCTTAACGGCTGCCGGCCTGGTGATGTC
AACGCATAGAGCTTTCGCTGGAAAAACAGCTGCGTGCGGTGATCAAGAAGGCGGGGCTTTCCGATCAGATGCGCCGTGTTCAGAGGCTTCCGGGTGTTGGTTTCTTAACGGCTGCCGGCCTGGTGATGTC
AACGCATAGAGCTTTCGCTGGAAAAACAGCTGCGTGCGGTGATCAAGAAGGCGGGGCTTTCCGATCAGATGCGCCGTGTTCAGAGGCTTCCGGGTGTTGGTTTCTTAACGGCTGCCGGCCTGGTGATGTC
AACGCATAGAGCTTTCGCTGGAAAAACAGCTGCGTGCGGTGATCAAGAAGGCGGGGCTTTCCGATCAGATGCGCCGTGTTCAGAGGCTTCCGGGTGTTGGTTTCTTAACGGCTGCCGGCCTGGTGATGTC
AACGCATAGAGCTTTCGCTGGAAAAACAGCTGCGTGCGGTGATCAAGAAGGCGGGGCTTTCCGATCAGATGCGCCGTGTTCAGAGGCTTCCGGGTGTTGGTTTCTTAACGGCTGCCGGCCTGGTGATGTC
AACGCATAGAGCTTTCGCTGGAAAAACAGCTGCGTGCGGTGATCAAGAAGGCGGGGCTTTCCGATCAGATGCGCCGTGTTCAGAGGCTTCCGGGTGTTGGTTTCTTAACGGCTGCCGGCCTGGTGATGTC

911 orf 1040
CTTCATGCGCGGCGAGTTCAAGAACAGCGACGCCTTTGTCGCTTATCTAGGCATGGATGTAACGGTTTCCCAATCCGGTAAATGGGCAGGCAGAGGGAAGTTGAGCAAGCGCGGAGACTCGGAGGTCCGT
CTTCATGCGCGGCGAGTTCAAGAACAGCGACGCCTTTGTCGCTTATCTAGGCATGGATGTAACGGTTTCCCAATCCGGTAAATGGGCAGGCAGAGGGAAGTTGAGCAAGCGCGGAGACTCGGAGGTCCGT
CTTCATGCGCGGCGAGTTCAAGAACAGCGACGCCTTTGTCGCTTATCTAGGCATGGATGTAACGGTTTCCCAATCCGGTAAATGGGCAGGCAGAGGGAAGTTGAGCAAGCGCGGAGACTCGGAGGTCCGT
CTTCATGCGCGGCGAGTTCAAGAACAGCGACGCCTTTGTCGCTTATCTAGGCATGGATGTAACGGTTTCCCAATCCGGTAAATGGGCAGGCAGAGGGAAGTTGAGCAAGCGCGGAGACTCGGAGGTCCGT
CTTCATGCGCGGCGAGTTCAAGAACAGCGACGCCTTTGTCGCTTATCTAGGCATGGATGTAACGGTTTCCCAATCCGGTAAATGGGCAGGCAGAGGGAAGTTGAGCAAGCGCGGAGACTCGGAGGTCCGT
CTTCATGCGCGGCGAGTTCAAGAACAGCGACGCCTTTGTCGCTTATCTAGGCATGGATGTAACGGTTTCCCAATCCGGTAAATGGGCAGGCAGAGGGAAGTTGAGCAAGCGCGGAGACTCGGAGGTCCGT
CTTCATGCGCGGCGAGTTCAAGAACAGCGACGCCTTTGTCGCTTATCTAGGCATGGATGTAACGGTTTCCCAATCCGGTAAATGGGCAGGCAGAGGGAAGTTGAGCAAGCGCGGAGACTCGGAGGTCCGT
CTTCATGCGCGGCGAGTTCAAGAACAGCGACGCCTTTGTCGCTTATCTAGGCATGGATGTAACGGTTTCCCAATCCGGTAAATGGGCAGGCAGAGGGAAGTTGAGCAAGCGCGGAGACTCGGAGGTCCGT
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1041 orf 1170
AGACTCCTGTACAACGCCTCGATGAGCGGCAGTCGAACCGCGACCTGGAAGCAGTATTACGCCCATCACCAAGCCCGGGGGAAGAAAACCACTCAAGCCTTGGTGATCCTTGCACGTCGCTTGGCTCGGC
AGACTCCTGTACAACGCCTCGATGAGCGGCAGTCGAACCGCGACCTGGAAGCAGTATTACGCCCATCACCAAGCCCGGGGGAAGAAAACCACTCAAGCCTTGGTGATCCTTGCACGTCGCTTGGCTCGGC
AGACTCCTGTACAACGCCTCGATGAGCGGCAGTCGAACCGCGACCTGGAAGCAGTATTACGCCCATCACCAAGCCCGGGGGAAGAAAACCACTCAAGCCTTGGTGATCCTTGCACGTCGCTTGGCTCGGC
AGACTCCTGTACAACGCCTCGATGAGCGGCAGTCGAACCGCGACCTGGAAGCAGTATTACGCCCATCACCAAGCCCGGGGGAAGAAAACCACTCAAGCCTTGGTGATCCTTGCACGTCGCTTGGCTCGGC
AGACTCCTGTACAACGCCTCGATGAGCGGCAGTCGAACCGCGACCTGGAAGCAGTATTACGCCCATCACCAAGCCCGGGGGAAGAAAACCACTCAAGCCTTGGTGATCCTTGCACGTCGCTTGGCTCGGC
AGACTCCTGTACAACGCCTCGATGAGCGGCAGTCGAACCGCGACCTGGAAGCAGTATTACGCCCATCACCAAGCCCGGGGGAAGAAAACCACTCAAGCCTTGGTGATCCTTGCACGTCGCTTGGCTCGGC
AGACTCCTGTACAACGCCTCGATGAGCGGCAGTCGAACCGCGACCTGGAAGCAGTATTACGCCCATCACCAAGCCCGGGGGAAGAAAACCACTCAAGCCTTGGTGATCCTTGCACGTCGCTTGGCTCGGC
AGACTCCTGTACAACGCCTCGATGAGCGGCAGTCGAACCGCGACCTGGAAGCAGTATTACGCCCATCACCAAGCCCGGGGGAAGAAAACCACTCAAGCCTTGGTGATCCTTGCACGTCGCTTGGCTCGGC

1171 orf Right End 1300

TGGCCTTCGGCCTGATGAGGCATCAGGCCGACTGGAAGCCCGAGATATATACCGGAGGTGCCAAGCCGGCCAGCTGAGGCTGGGGCTGCAACGCAGCCCGCCCAAACTGACGGGCAGTATCCAATGCTGG
TGGCCTTCGGCCTGATGAGGCATCAGGCCGACTGGAAGCCCGAGATATATACCGGAGGTGCCAAGCCGGCCAGCTGAGGCTGGGGCTGCAACGCAGCCCGCCCAAACTGACGGGCAGTATCCAATGCTGG
TGGCCTTCGGCCTGATGAGGCATCAGGCCGACTGGAAGCCCGAGATATATACCGGAGGTGCCAAGCCGGCCAGCTGAGGCTGGGGCTGCAACGCAGCCCGCCCAAACTGACGGGCAGTATCCAATGCTGG
TGGCCTTCGGCCTGATGAGGCATCAGGCCGACTGGAAGCCCGAGATATATACCGGAGGTGCCAAGCCGGCCAGCTGAGGCTGGGGCTGCAACGCAGCCCGCCCAAACTGACGGGCAGTATCCAATGCTGG
TGGCCTTCGGCCTGATGAGGCATCAGGCCGACTGGAAGCCCGAGATATATACCGGAGGTGCCAAGCCGGCCAGCTGAGGCTGGGGCTGCAACGCAGCCCGCCCAAACTGACGGGCAGTATCCAATGCTGG
TGGCCTTCGGCCTGATGAGGCATCAGGCCGACTGGAAGCCCGAGATATATACCGGAGGTGCCAAGCCGGCCAGCTGAGGCTGGGGCTGCAACGCAGCCCGCCCAAACTGACGGGCAGTATCCAATGCTGG
TGGCCTTCGGCCTGATGAGGCATCAGGCCGACTGGAAGCCCGAGATATATACCGGAGGTGCCAAGCCGGCCAGCTGAGGCTGGGGCTGCAACGCAGCCCGCCCAAACTGACGGGCAGTATCCAATGCTGG
TGGCCTTCGGCCTGATGAGGCATCAGGCCGACTGGAAGCCCGAGATATATACCGGAGGTGCCAAGCCGGCCAGCTGAGGCTGGGGCTGCAACGCAGCCCGCCCAAACTGACGGGCAGTATCCAATGCTGG

1301 Right End DR REP frag. 1430
GGAGAAATTCTCTGGCACGCTGACTCGTACCTCGAGGTTGCTGAGAGAGGCCGATGGCGTTTTTACTGAAAATTTGCCTCCGGCCATAGAATEﬁ GGCACACGTCGGTGATCGGGCGCAGGC
GGAGAAATTCTCTGGCACGCTGACTCGTACCTCGAGGTTGCTGAGAGAGGCCGATGGCGTTTTTACTGAAAATTTGCCTCCGGCCATAGAATEﬁ ATCCTGTGGGAGCGGCCTTGTGTCGCG
GGAGAAATTCTCTGGCACGCTGACTCGTACCTCGAGGTTGCTGAGAGAGGCCGATGGCGTTTTTACTGAAAATTTGCCTCCGGCCATAGAATEﬁ TTGCGAATCCCCTGTAGGAGCGGGTTC
GGAGAAATTCTCTGGCACGCTGACTCGTACCTCGAGGTTGCTGAGAGAGGCCGATGGCGTTTTTACTGAAAATTTGCCTCCGGCCATAGAA TSN GCAACAGGTGTTTGACGAAGTTGCATG
GGAGAAATTCTCTGGCACGCTGACTCGTACCTCGAGGTTGCTGAGAGAGGCCGATGGCGTTTTTACTGAAAATTTGCCTCCGGCCATAGAAT GCTTGTGGTTTCCCTTTGAGAGCGCCG
GGAGAAATTCTCTGGCACGCTGACTCGTACCTCGAGGTTGCTGAGAGAGGCCGATGGCGTTTTTACTGAAAATTTGCCTCCGGCCATAGAATEﬁ GGATTTCCTTTGTGGGAGCGGGTTTAC
GGAGAAATTCTCTGGCACGCTGACTCGTACCTCGAGGTTGCTGAGAGAGGCCGATGGCGTTTTTACTGAAAATTTGCCTCCGGCCATAGAATEﬁ GCATCCAGGCTGGTCAATCTGTTCTGT

GGAGAAATTCTCTGGCACGCTGACTCGTACCTCGAGGTTGCTGAGAGAGGCCGATGGCGTTTTTACTGAAAATTTGCCTCCGGCCATAGAATEﬁ (o B [o U [o U [o e IR



