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261 REP frag. DR Left End 390

CACCTTCTCCCCGCAGGCGGGGCGAAGGAGACTCGCGGCARGCGCCAGGGCAAT SEESIESECAGGGC TGTCCGGGGARAGT TCCGGGTGARATCGAAATGTCGCAGGCGCATGCCCCGTC
CGCTAACATTGGCATTGGACTAGCGGTCACCCGCCCCTCATCCGCCTGCCGGCA FEINEE[SIelelC A GGGC TGTCCGGGGARAGTTCCGGGTGARATCGAAATGTCGCAGGCGCATGCCCCGTC
TCGGATAGGATTAARAGGAAACATGCAGTAGATTGCCCCTCATCCGCCTGCCGGC ST NYeCAGGGCTGTCCGGGGARAGTTCCGGGTGAATCGAAATGTCGCAGGCGCATGCCCCGTC
CCGCCTCTTGCCGGCTGTGCTGGCCCCTCTCCTCGGGTTTAACCCGAGGACTAG SIE[FNE[ElTele C AGGGCTGTCCGGGGARAGT TCCGGGTGAATC GARATGTCGCAGGCGCATGCCCCGTC
TCATGCGGCCATGCTCCTCAGCGTTCTGCCCCTCACCTTTTGCCCCTCACCCTA CAGGGCTGTCCGGGGAAAGTTCCGGGTGAATCGAAATGTCGCAGGCGCATGCCCCGTC
CAACTGAACTCTGCATTCACCGCCCGTTCGAGGGAGCGAGCGGGCGCGGCATAT SEEeeleCAGGGC TGTCCGGGGARAGTTCCGGGTGARATCGAAATGTCGCAGGCGCATGCCCCGTC
ATACGCTTGCGGCGGCGGATTTGCCCCTCACCCTA SEEeleCAGGGC TGTCCGGGGARAGCTCCGGGTGAATCGAAATGTCGCAGGCGCATGCCCCGTC
AGACCGGGARATTCGCCCTGCCCCTCACCCTA JHlSeesle CAGGGC TGTC CGGGGARAGT TCCGGGTGAATCGARATGTCGCAGGCGCATGCCCCGTC
GTCCGGGCGGCAAGGGGCGGCCGCTCATCCGCCTGCCTGE CAGGGCTGTCCGGGGAAAGTTCCGGGTGAATCGAAATGTCGCAGGCGCATGCCCCGTC
............................. g.c...c......Cccc...cc... L AR Tele C AGGGCTGTCCGGGGAAAGT TCCGGGTGAATCGAAATGTCGCAGGCGCATGCCCCGTC
391 Left End orf 520

AGACGGCGTTTTTCCGTCTATTTTCTGGTTGTCGAGACTCAGAAAAGGAGACGGAGCATGCGGTTCACCCCTAGCATTTTCGCCCAGCTGCTGAAAGCGATTGATCGCCGCAGCTTTCAGGCGATTGTGG
AGACGGCGTTTTTCCGTCTATTTTCTGGTTGTCGAGACTCAGAAAAGGAGACGGAGCATGCGGTTCACCCCTAGCATTTTCGCCCAGCTGCTGAAAGCGATTGATCGCCGCAGCTTTCAGGCGATTGTGG
AGACGGCGTTTTTCCGTCTATTTTCTGGTTGTCGAGACTCAGAAAAGGAGACGGAGCATGCGGTTCACCCCTAGCATTTTCGCCCAGCTGCTGAAAGCGATTGATCGCCGCAGCTTTCAGGCGATTGTGG
AGACGGCGTTTTTCCGTCTATTTTCTGGTTGTCGAGACTCAGAAAAGGAGACGGAGCATGCGGTTCACCCCTAGCATTTTCGCCCAGCTGCTGAAAGCGATTGATCGCCGCAGCTTTCAGGCGATTGTGG
AGACGGCGTTTTTCCGTCTATTTTCTGGTTGTCGAGACTCAGAAAAGGAGACGGAGCATGCGGTTCACCCCTAGCATTTTCGCCCAGCTGCTGAAAGCGATTGATCGCCGCAGCTTTCAGGCGATTGTGG
AGACGGCGTTTTTCCGTCTATTTTCTGGTTGTCGAGACTCAGAAAAGGAGACGGAGCATGCGGTTCACCCCTAGCATTTTCGCCCAGCTGCTGAAAGCGATTGATCGCCGCAGCTTTCAGGCGATTGTGG
AGACGGCGTTTTTCCGTCTATTTTCTGGTTGTCGAGACTCAGAAAAGGAGACGGAGCATGCGGTTCACCCCTAGCATTTTCGCCCAGCTGCTGAAAGCGATTGATCGCCGCAGCTTTCAGGCGATTGTGG
AGACGGCGTTTTTCCGTCTATTTTCTGGTTGTCGAGACTCAGAAAAGGAGACGGAGCATGCGGTTCACCCCTAGCATTTTCGCCCAGCTGCTGAAAGCGATTGATCGCCGCAGCTTTCAGGCGATTGTGG
AGACGGCGTTTTTCCGTCTATTTTCTGGTTGTCGAGACTCAGAAAAGGAGACGGAGCATGCGGTTCACCCCTAGCATTTTCGCCCAGCTGCTGAAAGCGATTGATCGCCGCAGCTTTCAGGCGATTGTGG
AGACGGCGTTTTTCCGTCTATTTTCTGGTTGTCGAGACTCAGAAAAGGAGACGGAGCATGCGGTTCACCCCTAGCATTTTCGCCCAGCTGCTGAAAGCGATTGATCGCCGCAGCTTTCAGGCGATTGTGG

521 orf 650
ATCGTCATGCCGGGGATGCCTACGACAAGTGCTTTACCAGCTGGGATCATCTGGTGGCACTGATCTATGCCCAGTTGAGCGCCACGACCAGCCTGCGCGGGTTGGAGGCGAGCTTCAACGCCAACAGTCA
ATCGTCATGCCGGGGATGCCTACGACAAGTGCTTTACCAGCTGGGATCATCTGGTGGCACTGATCTATGCCCAGTTGAGCGCCACGACCAGCCTGCGCGGGTTGGAGGCGAGCTTCAACGCCAACAGTCA
ATCGTCATGCCGGGGATGCCTACGACAAGTGCTTTACCAGCTGGGATCATCTGGTGGCACTGATCTATGCCCAGTTGAGCGCCACGACCAGCCTGCGCGGGTTGGAGGCGAGCTTCAACGCCAACAGTCA
ATCGTCATGCCGGGGATGCCTACGACAAGTGCTTTACCAGCTGGGATCATCTGGTGGCACTGATCTATGCCCAGTTGAGCGCCACGACCAGCCTGCGCGGGTTGGAGGCGAGCTTCAACGCCAACAGTCA
ATCGTCATGCCGGGGATGCCTACGACAAGTGCTTTACCAGCTGGGATCATCTGGTGGCACTGATCTATGCCCAGTTGAGCGCCACGACCAGCCTGCGCGGGTTGGAGGCGAGCTTCAACGCCAACAGTCA
ATCGTCATGCCGGGGATGCCTACGACAAGTGCTTTACCAGCTGGGATCATCTGGTGGCACTGATCTATGCCCAGTTGAGCGCCACGACCAGCCTGCGCGGGTTGGAGGCGAGCTTCAACGCCAACAGTCA
ATCGTCATGCCGGGGATGCCTACGACAAGTGCTTTACCAGCTGGGATCATCTGGTGGCACTGATCTATGCCCAGTTGAGCGCCACGACCAGCCTGCGCGGGTTGGAGGCGAGCTTCAACGCCAACAGTCA
ATCGTCATGCCGGGGATGCCTACGACAAGTGCTTTACCAGCTGGGATCATCTGGTGGCACTGATCTATGCCCAGTTGAGCGCCACGACCAGCCTGCGCGGGTTGGAGGCGAGCTTCAACGCCAACAGTCA
ATCGTCATGCCGGGGATGCCTACGACAAGTGCTTTACCAGCTGGGATCATCTGGTGGCACTGATCTATGCCCAGTTGAGCGCCACGACCAGCCTGCGCGGGTTGGAGGCGAGCTTCAACGCCAACAGTCA
ATCGTCATGCCGGGGATGCCTACGACAAGTGCTTTACCAGCTGGGATCATCTGGTGGCACTGATCTATGCCCAGTTGAGCGCCACGACCAGCCTGCGCGGGTTGGAGGCGAGCTTCAACGCCAACAGTCA
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651 orf 780
GCATCATTACCATCTCGGCAGTGGCCGGCTGATGCGCTCGACGCTGTCGGACGCCAACCGCCGCCGCCCGGTCGCCGTCTTCGCCGAGACCTTCGCGCTTCTGGCCGGTCAGCTCGACCGGCAGACGCGC
GCATCATTACCATCTCGGCAGTGGCCGGCTGATGCGCTCGACGCTGTCGGACGCCAACCGCCGCCGCCCGGTCGCCGTCTTCGCCGAGACCTTCGCGCTTCTGGCCGGTCAGCTCGACCGGCAGACGLGC
GCATCATTACCATCTCGGCAGTGGCCGGCTGATGCGCTCGACGCTGTCGGACGCCAACCGCCGCCGCCCGGTCGCCGTCTTCGCCGAGACCTTCGCGCTTCTGGCCGGTCAGCTCGACCGGCAGACGLCGC
GCATCATTACCATCTCGGCAGTGGCCGGCTGATGCGCTCGACGCTGTCGGACGCCAACCGCCGCCGCCCGGTCGCCGTCTTCGCCGAGACCTTCGCGCTTCTGGCCGGTCAGCTCGACCGGCAGACGLCGC
GCATCATTACCATCTCGGCAGTGGCCGGCTGATGCGCTCGACGCTGTCGGACGCCAACCGCCGCCGCCCGGTCGCCGTCTTCGCCGAGACCTTCGCGCTTCTGGCCGGTCAGCTCGACCGGCAGACGLGC
GCATCATTACCATCTCGGCAGTGGCCGGCTGATGCGCTCGACGCTGTCGGACGCCAACCGCCGCCGCCCGGTCGCCGTCTTCGCCGAGACCTTCGCGCTTCTGGCCGGTCAGCTCGACCGGCAGACGLGC
GCATCATTACCATCTCGGCAGTGGCCGGCTGATGCGCTCGACGCTGTCGGACGCCAACCGCCGCCGCCCGGTCGCCGTCTTCGCCGAGACCTTCGCGCTTCTGGCCGGTCAGCTCGACCGGCAGACGLCGC
GCATCATTACCATCTCGGCAGTGGCCGGCTGATGCGCTCGACGCTGTCGGACGCCAACCGCCGCCGCCCGGTCGCCGTCTTCGCCGAGACCTTCGCGCTTCTGGCCGGTCAGCTCGACCGGCAGACGLCGC
GCATCATTACCATCTCGGCAGTGGC-=-—==—==——-—— TCGACGCTGTCGGACGCCAACCGCCGCCGCCCGGTCGCCGTCTTCGCCGAGACCTTCGCGCTTCTGGCCGGTCAGCTCGACCGGCAGACGCGL
GCATCATTACCATCTCGGCAGTGGCCGGCTGATGCGCTCGACGCTGTCGGACGCCAACCGCCGCCGCCCGGTCGCCGTCTTCGCCGAGACCTTCGCGCTTCTGGCCGGTCAGCTCGACCGGCAGACGLCGC

781 orf 910
CGGGAGGGCACCAAGATGCTGCGGCTGATCGATTCGACCCCGATACCGCTGGGTAAGCTGTACGATTGGGCCAAGTCGAACGGCCGCATCCGCGGCATGAAGCTGCATGTCGTCTATGATCCCAAGGCCG
CGGGAGGGCACCAAGATGCTGCGGCTGATCGATTCGACCCCGATACCGCTGGGTAAGCTGTACGATTGGGCCAAGTCGAACGGCCGCATCCGCGGCATGAAGCTGCATGTCGTCTATGATCCCAAGGCCG
CGGGAGGGCACCAAGATGCTGCGGCTGATCGATTCGACCCCGATACCGCTGGGTAAGCTGTACGATTGGGCCAAGTCGAACGGCCGCATCCGCGGCATGAAGCTGCATGTCGTCTATGATCCCAAGGCCG
CGGGAGGGCACCAAGATGCTGCGGCTGATCGATTCGACCCCGATACCGCTGGGTAAGCTGTACGATTGGGCCAAGTCGAACGGCCGCATCCGCGGCATGAAGCTGCATGTCGTCTATGATCCCAAGGCCG
CGGGAGGGCACCAAGATGCTGCGGCTGATCGATTCGACCCCGATACCGCTGGGTAAGCTGTACGATTGGGCCAAGTCGAACGGCCGCATCCGCGGCATGAAGCTGCATGTCGTCTATGATCCCAAGGCCG
CGGGAGGGCACCAAGATGCTGCGGCTGATCGATTCGACCCCGATACCGCTGGGTAAGCTGTACGATTGGGCCAAGTCGAACGGCCGCATCCGCGGCATGAAGCTGCATGTCGTCTATGATCCCAAGGCCG
CGGGAGGGCACCAAGATGCTGCGGCTGATCGATTCGACCCCGATCCCGCTGGGTAAGCTGTACGATTGGGCCAAGTCGAACGGCCGCATTCGCGGCATGAAGCTGCATGTCGTCTATGATCCCAAGGCCG
CGGGAGGGCACCAAGATGCTGCGGCTGATCGATTCGACCCCGATACCGCTGGGTAAGCTGTACGATTGGGCCAAGTCGAACGGCCGCATCCGCGGCATGAAGCTGCATGTCGTCTATGATCCCAAGGCCG
CGGGAGGGCACCAAGATGCTGCGGCTGATCGATTCGACCCCGATACCGCTGGGTAAGCTGTACGATTGGGCCAAGTCGAACGGCCGCATCCGCGGCATGAAGCTGCATGTCGTCTATGATCCCAAGGCCG
CGGGAGGGCACCAAGATGCTGCGGCTGATCGATTCGACCCCGATACCGCTGGGTAAGCTGTACGATTGGGCCAAGTCGAACGGCCGCATCCGCGGCATGAAGCTGCATGTCGTCTATGATCCCAAGGCCG

911 orf 1040
ATTGTCCAGGCATCCTCGACATCACCGACGCCAACGTCAACGACGCCCAGATCGGCCGCACGATCACCATCGAAAAGGGCGCAACCTATGTCTTCGACAAGGGCTACTGCCATTACGGCTGGTGGACGGC
ATTGTCCAGGCATCCTCGACATCACCGACGCCAACGTCAACGACGCCCAGATCGGCCGCACGATCACCATCGAAAAGGGCGCAACCTATGTCTTCGACAAGGGCTACTGCCATTACGGCTGGTGGACGGC
ATTGTCCAGGCATCCTCGACATCACCGACGCCAACGTCAACGACGCCCAGATCGGCCGCACGATCACCATCGAAAAGGGCGCAACCTATGTCTTCGACAAGGGCTACTGCCATTACGGCTGGTGGACGGC
ATTGTCCAGGCATCCTCGACATCACCGACGCCAACGTCAACGACGCCCAGATCGGCCGCACGATCACCATCGAAAAGGGCGCAACCTATGTCTTCGACAAGGGCTACTGCCATTACGGCTGGTGGACGGC
ATTGTCCAGGCATCCTCGACATCACCGACGCCAACGTCAACGACGCCCAGATCGGCCGCACGATCACCATCGAAAAGGGCGCAACCTATGTCTTCGACAAGGGCTACTGCCATTACGGCTGGTGGACGGC
ATTGTCCAGGCATCCTCGACATCACCGACGCCAACGTCAACGACGCCCAGATCGGCCGCACGATCACCATCGAAAAGGGCGCAACCTATGTCTTCGACAAGGGCTACTGCCATTACGGCTGGTGGACGGC
ATTGTCCAGGCATCCTCGACATCACCGACGCCAACGTCAACGACGCCCAGATCGGCCGCACGATCACCATCGAAAAGGGCGCAACCTATGTCTTCGACAAGGGCTACTGCCATTACGGCTGGTGGACGGC
ATTGTCCAGGCATCCTCGACATCACCGACGCCAACGTCAACGACGCCCAGATCGGCCGCACGATCACCATCGAAAAGGGCGCAACCTATGTCTTCGACAAGGGCTACTGCCATTACGGCTGGTGGACGGC
ATTGTCCAGGCATCCTCGACATCACCGACGCCAACGTCAACGACGCCCAGATCGGCCGCACGATCACCATCGAAAAGGGCGCAACCTATGTCTTCGACAAGGGCTACTGCCATTACGGCTGGTGGACGGC
ATTGTCCAGGCATCCTCGACATCACCGACGCCAACGTCAACGACGCCCAGATCGGCCGCACGATCACCATCGAAAAGGGCGCAACCTATGTCTTCGACAAGGGCTACTGCCATTACGGCTGGTGGACGGC
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1041 orf 1170
GATCGCCGAAGCCGGCGCCAGTTTCGTCACCCGGCCGAAGACCAACATGGGACTGGCTTTGGTCGCTGAACGCCCCGTTGAGCAACCTCAAGGCGATGGCTTCCTGGTCCTCGAAGACAGCCAGGTCAGC
GATCGCCGAAGCCGGCGCCAGTTTCGTCACCCGGCCGAAGACCAACATGGGACTGGCTTTGGTCGCTGAACGCCCCGTTGAGCAACCTCAAGGCGATGGCTTCCTGGTCCTCGAAGACAGCCAGGTCAGC
GATCGCCGAAGCCGGCGCCAGTTTCGTCACCCGGCCGAAGACCAACATGGGACTGGCTTTGGTCGCTGAACGCCCCGTTGAGCAACCTCAAGGCGATGGCTTCCTGGTCCTCGAAGACAGCCAGGTCAGC
GATCGCCGAAGCCGGCGCCAGTTTCGTCACCCGGCCGAAGACCAACATGGGACTGGCTTTGGTCGCTGAACGCCCCGTTGAGCAACCTCAAGGCGATGGCTTCCTGGTCCTCGAAGACAGCCAGGTCAGC
GATCGCCGAAGCCGGCGCCAGTTTCGTCACCCGGCCGAAGACCAACATGGGACTGGCTTTGGTCGCTGAACGCCCCGTTGAGCAACCTCAAGGCGATGGCTTCCTGGTCCTCGAAGACAGCCAGGTCAGC
GATCGCCGAAGCCGGCGCCAGTTTCGTCACCCGGCCGAAGACCAACATGGGACTGGCTTTGGTCGCTGAACGCCCCGTTGAGCAACCTCAAGGCGATGGCTTCCTGGTCCTCGAAGACAGCCAGGTCAGC
GATCGCCGAAGCCGGCGCCAGTTTCGTCACTCGGCCGAAGACCAACATGGGACTGGCTTTGGTCGCTGAACGCCCCATCGAGCAACCTCAAGGCGATGGCTTCCTGGTCCTCGAAGACAGCCAGGTCAGC
GATCGCCGAAGCCGGCGCCAGTTTCGTCACCCGGCCGAAGACCAACATGGGACTGGCTTTGGTCGCTGAACGCCCCGTTGAGCAACCTCAAGGCGATGGCTTCCTGGTCCTCGAAGACAGCCAGGTCAGC
GATCGCCGAAGCCGGCGCCAGTTTCGTCACCCGGCCGAAGACCAACATGGGACTGGCTTTGGTCGCTGAACGCCCCGTTGAGCAACCTCAAGGCGATGGCTTCCTGGTCCTCGAAGACAGCCAGGTCAGC
GATCGCCGAAGCCGGCGCCAGTTTCGTCACCCGGCCGAAGACCAACATGGGACTGGCTTTGGTCGCTGAACGCCCCGTTGAGCAACCTCAAGGCGATGGCTTCCTGGTCCTCGAAGACAGCCAGGTCAGC

1071 orf 1300
CTCGCCAGCAAGGGCGATTCCAAGCTGCCGATCGGCTTGCGCCGGGTAATCGTCAAGCGCCAGGACGGCGATACGATCACGCTTCTGACCAACGACCTCGAGCGCTCCGCCGTCGAGATCGGCCAGCTCT
CTCGCCAGCAAGGGCGATTCCAAGCTGCCGATCGGCTTGCGCCGGGTAATCGTCAAGCGCCAGGACGGCGATACGATCACGCTTCTGACCAACGACCTCGAGCGCTCCGCCGTCGAGATCGGCCAGCTCT
CTCGCCAGCAAGGGCGATTCCAAGCTGCCGATCGGCTTGCGCCGGGTAATCGTCAAGCGCCAGGACGGCGATACGATCACGCTTCTGACCAACGACCTCGAGCGCTCCGCCGTCGAGATCGGCCAGCTCT
CTCGCCAGCAAGGGCGATTCCAAGCTGCCGATCGGCTTGCGCCGGGTAATCGTCAAGCGCCAGGACGGCGATACGATCACGCTTCTGACCAACGACCTCGAGCGCTCCGCCGTCGAGATCGGCCAGCTCT
CTCGCCAGCAAGGGCGATTCCAAGCTGCCGATCGGCTTGCGCCGGGTAATCGTCAAGCGCCAGGACGGCGATACGATCACGCTTCTGACCAACGACCTCGAGCGCTCCGCCGTCGAGATCGGCCAGCTCT
CTCGCCAGCAAGGGCGATTCCAAGCTGCCGATCGGCTTGCGCCGGGTAATCGTCAAGCGCCAGGACGGCGATACGATCACGCTTCTGACCAACGACCTCGAGCGCTCCGCCGTCGAGATCGGCCAGCTCT
CTCGCCAGCAAGGGCGATTCCAAGCTGCCGATCGGCTTGCGCCGGGTAATCGTCAAGCGCCAGGACGGCGACACGATCACGCTTCTGACCAACGACCTCGAGCGCTCCGCCGTCGAGATCGGCCAGCTCT
CTCGCCAGCAAGGGCGATTCCAAGCTGCCGATCGGCTTGCGCCGGGTAATCGTCAAGCGCCAGGACGGCGATACGATCACGCTTCTGACCAACGACCTCGAGCGCTCCGCCGTCGAGATCGGCCAGCTCT
CTCGCCAGCAAGGGCGATTCCAAGCTGCCGATCGGCTTGCGCCGGGTAATCGTCAAGCGCCAGGACGGCGATACGATCACGCTTCTGACCAACGACCTCGAGCGCTCCGCCGTCGAGATCGGCCAGCTCT
CTCGCCAGCAAGGGCGATTCCAAGCTGCCGATCGGCTTGCGCCGGGTAATCGTCAAGCGCCAGGACGGCGATACGATCACGCTTCTGACCAACGACCTCGAGCGCTCCGCCGTCGAGATCGGCCAGCTCT

1301 orf 1430
ATAAGGATCGCTGGCAGATCGAGCTTCTGTTCCGCTGGATCAAACAGCACCTCAAGATCCGCAAGTTCCTCGGCAACAACGACAACGCCATCCGCCTGCAGATCTTCGCCGCGATGATCGCCTATGCACT
ATAAGGATCGCTGGCAGATCGAGCTTCTGTTCCGCTGGATCAAACAGCACCTCAAGATCCGCAAGTTCCTCGGCAACAACGACAACGCCATCCGCCTGCAGATCTTCGCCGCGATGATCGCCTATGCACT
ATAAGGATCGCTGGCAGATCGAGCTTCTGTTCCGCTGGATCAAACAGCACCTCAAGATCCGCAAGTTCCTCGGCAACAACGACAACGCCATCCGCCTGCAGATCTTCGCGGCGATGATCGCCTATGCACT
ATAAGGATCGCTGGCAGATCGAGCTTCTGTTCCGCTGGATCAAACAGCACCTCAAGATCCGCAAGTTCCTCGGCAACAACGACAACGCCATCCGCCTGCAGATCTTCGCCGCGATGATCGCCTATGCACT
ATAAGGATCGCTGGCAGATCGAGCTTCTGTTCCGCTGGATCAAACAGCACCTCAAGATCCGCAAGTTCCTCGGCAACAACGACAACGCCATCCGCCTGCAGATCTTCGCCGCGATGATCGCCTATGCACT
ATAAGGATCGCTGGCAGATCGAGCTTCTGTTCCGCTGGATCAAACAGCACCTCAAGATCCGCAAGTTCCTCGGCAACAACGACAACGCCATCCGCCTGCAGATCTTCGCCGCGATGATCGCCTATGCACT
ATAAGGATCGCTGGCAGATCGAGCTTCTGTTCCGCTGGATCAAACAGCACCTCAAGATCCGCAAGTTCCTCGGCAACAACGACAACGCCATCCGCCTGCAGATTTTCGCGGCGATGATCGCCTATGCACT
ATAAGGATCGCTGGCAGATCGAGCTTCTGTTCCGCTGGATCAAACAGCACCTCAAGATCCGCAAGTTCCTCGGCAACAACGACAACGCCATCCGCCTGCAGATCTTCGCCGCGATGATCGCCTATGCACT
ATAAGGATCGCTGGCAGATCGAGCTTCTGTTCCGCTGGATCAAACAGCACCTCAAGATCCGCAAGTTCCTCGGCAACAACGACAACGCCATCCGCCTGCAGATCTTCGCCGCGATGATCGCCTATGCACT
ATAAGGATCGCTGGCAGATCGAGCTTCTGTTCCGCTGGATCAAACAGCACCTCAAGATCCGCAAGTTCCTCGGCAACAACGACAACGCCATCCGCCTGCAGATCTTCGCCGCGATGATCGCCTATGCACT
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1431 orf 1560
GTTGCGCATCGCCGCCCGCCTCGCCCGCGTCCCTCTACCGATCCTGCGCTTCACCGACCTCGTCACCCAGTGCCTGTTCCAGCGCAAAAGCATCGCCGAAATCCACAAGCCGCCGCAGGTCAATCCAAGC
GTTGCGCATCGCCGCCCGCCTCGCCCGCGTCCCTCTACCGATCCTGCGCTTCACCGACCTCGTCACCCAGTGCCTGTTCCAGCGCAAAAGCATCGCCGAAATCCACAAGCCGCCGCAGGTCAATCCAAGC
GTTGCGCATCGCCGCCCGCCTCGCCCGCGTCCCTCTACCGATCCTGCGCTTCACCGACCTCGTCACCCAGTGCCTGTTCCAGCGCAAAAGCATCGCCGAAATCCACAAGCCGCCGCAGGTCAATCCAAGC
GTTGCGCATCGCCGCCCGCCTCGCCCGCGTCCCTCTACCGATCCTGCGCTTCACCGACCTCGTCACCCAGTGCCTGTTCCAGCGCAAAAGCATCGCCGAAATCCACAAGCCGCCGCAGGTCAATCCAAGC
GTTGCGCATCGCCGCCCGCCTCGCCCGCGTCCCTCTACCGATCCTGCGCTTCACCGACCTCGTCACCCAGTGCCTGTTCCAGCGCAAAAGCATCGCCGAAATCCACAAGCCGCCGCAGGTCAATCCAAGC
GTTGCGCATCGCCGCCCGCCTCGCCCGCGTCCCTCTACCGATCCTGCGCTTCACCGACCTCGTCACCCAGTGCCTGTTCCAGCGCAAAAGCATCGCCGAAATCCACAAGCCGCCGCAGGTCAATCCAAGC
GTTGCGCATCGCCGCCCGCCTCGCCCGCGTCCCTCTACCGATCCTGCGCTTCACCGACCTCGTCACCCAGTGCCTGTTCCAGCGCAAAAGCATCGCCGAAATCCACAAGCCGCCGCCGGTCAATCCAAGC
GTTGCGCATCGCCGCCCGCCTCGCCCGCGTCCCTCTACCGATCCTGCGCTTCACCGACCTCGTCACCCAGTGCCTGTTCCAGCGCAAAAGCATCGCCGAAATCCACAAGCCGCCGCAGGTCAATCCAAGC
GTTGCGCATCGCCGCCCGCCTCGCCCGCGTCCCTCTACCGATCCTGCGCTTCACCGACCTCGTCACCCAGTGCCTGTTCCAGCGCAAAAGCATCGCCGAAATCCACAAGCCGCCGCAGGTCAATCCAAGC
GTTGCGCATCGCCGCCCGCCTCGCCCGCGTCCCTCTACCGATCCTGCGCTTCACCGACCTCGTCACCCAGTGCCTGTTCCAGCGCAAAAGCATCGCCGAAATCCACAAGCCGCCGCAGGTCAATCCAAGC

1561 orf Right End DR REP frag. 1690

CGACCARAACCCCGGACCATCCCARACCAAATGGTCTTCCGCTATGCATGAATTTTCCCCGGACAGCCC T CUUUSIMUESE e e/ EleE T TAGGGTGAGGGGCAGGTAGCCGGCGACGCACATGGTTCAG
CGACCARAACCCCGGACCATCCCARACCAAATGGTCTTCCGCTATGCATGAATTTTCCCCGGACAGCCC TCHSeIeeMe e clcleler:V-AEle GACAAGCGGCGCCGAC TGAACCCCGCATTCACCGTCCGCCC
CGACCARAACCCCGGACCATCCCARACCAAATGGTCTTCCGCTATGCATGAATTTTCCCCGGACAGCCC TCUSSNNESe ¢ clo/cr- V(e AACAAGCGGCGCCGACTGAACCTCGCATTCACCGCCCGCTC
CGACCAAAACCCCGGACCATCCCAAACCAAATGGTCTTCCGCTATGCATGAATTTTCCCCGGACAGCCCTGCCTACCGCATGTTTCCTTTAATCCTATCCGATTAAAGGA
CGACCARAACCCCGGACCATCCCARACCAAATGGTCTTCCGCTATGCATGAATTTTCCCCGGACAGCCC TCESESNEse e ccr: e/ (E[ele GACGAGATCCCATGGGCGCGTTGTCGGGTGCGATCGAACAC
CGACCARAACCCCGGACCATCCCARACCAAATGGTCTTCCGCTATGCATGAATTTTCCCCGGACAGCCC TCESeINESe (e /-6, v-(e[e TGGCGGCAGC CGGATGAGGGGCCGCGCGGACACATCAACCG
CGACCARAACCCCGGACCATCCCARACCAAATGGTCTTCCGCTATACATGAATTTTCCCCGGACAGCCC TCUSSeINEse ¢ e/ e/ (e[ele GACT TAAGGGTCTGCGGCTTGTCCCTTCTCCCCGTCGARAC
CGACCAAAACCCCGGACCATCCCAAACCAAATGGTCTTCCGCTATGCATGAATTTTCCCCGGACAGCCCTGGACTTAAGCCGCAAAGCGAGCCGCTTATCCCTTCTCCCCGCT
CGACCARAACCCCGGACCATCCCARACCAAATGGTCTTCCGCTATGCATGAATTTTCCCCGGACAGCCC TCESESNESe  ccr: e/ e[e[e GACGAGATCCCATGGGCGCGTTGTCGGGTGCGATCGAACAC
CGACCARAACCCCGGACCATCCCARACCAAATGGTCTTCCGCTATGCATGAATTTTCCCCGGACAGCCC TSSOSO e el lElE] . BC . .G e e cCuanvveee oo CovitCunnnnn.. c..



