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1 130
GACTGAAGGTTTGCGTCCCCTTCGTCTAGTGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAGTCCCCTAGGGGACGCCACGATTTCCCGCTCTGCGGGACCAAGGGTCATTC
TTCAAGCGTAGGGGTGCCAGACATGCGTTTGATCTCCATTGTTATTGTATTGAGACGTCGGTCGCTTGTGGATAAGATAAGACGTCGTACAACGGTCGTGGAGATTCAAATGTAACT
ACAGCAGCGAGTGCTGGTCATGACCGACGGCAGAATCAAACAACTGCCAACGCTGCCTGCCTTCAACTGCGCAAGCCTGCTGATCGACATCGAAAAAGGCCCGATCCGCTTGGGAAGGGCTC
TGGAATTCGGTAAAACCATGCAACACCTGCGCGAAGTGCCCTTGGA-ACAAACCACCCTGAAACGCACCATCGGCGTCACCCTGCGCAAGGGCGGCTACCTGTCGCCCGCCGCAGAAGGCATGTTGCAAA
AACCAGCATCACGCTTACCTGAGCGAAAACATCAGCACATTCGACCCCACCACCCGCCACGCCCTCGACAGTCT--—===———— TGGCGGCGCCAGCCCACAGGCCTACGCGCAACTGGAGCGCACC
TTCATCGCCTCGATCATCGGCGTCATGCTGCTGGCCGTGGGTGCCGTGCT--GTGCGGCGTGGTCACGGCTGCGCTGCTGTCGGAAACCTTCCCGACCCGCACCCGCTACACCGCCTCGGCGATC
.......... a.c.at....g..ct....c...tGc.c.tg....Cc...Cc.....9....9...C..CgG...c.......t..g9..cg.C..c....c.cgC.C......8uueuuc....a.C

131 260
GATTATTGAATGGCCCTTTTGTTTTTCCGGGGTTTGARAACCCTTTCTTTCTGATTCTTATTCT—————— TCATACATAACCCTGACTAAGCCTCGTGACTAAGTCTCGTGCCAGTGCGTTTGCACGCAT
GTGTGTAAAAGCGTTTTACGGATCGGGTGAGGTGTTGGCGTCCGTTGTTATTGCACAATGATTACCCGACTGATTTTCGTCCCAATGCACGCGTAGGCACGCGTTGGGTGGCGCTCTGCGTCACACACGT
GGGAGCTGGCTGC——————— AAGCCTGGGTGCTGATTACCGGCATATTGATGAGCTGAAGC TGGTTTGAAGGGGGTTTTTCACTGTCGTGGCCATGTGTTGGCATTCACCCGTGACACTATGCGCGCACG
TGCTGCGCGACAACGGCGGGGACTTTCTGGGCTGGGGGTGAGCATGCCTTGCCAGCATCCGTCTGGCGATGCCTGTGACTCTCATATCAATGCTTGCGTTGCATCCAGTTCGTGACGCT———————————
CTCAACGCCCAGGCCTACATGATGTCCACGGTGGACTACTTCTACCTGCTGGGCTGGATATTCGCGGGCCTGATCCTGCTGGTCTGGCTGGCCARACCCCCATTCGGCGCGAAGGCCGGGCCGGCGGCGG
ACCTACAACATGGCCTACACCCTGTTCGGCGGCACCGCACCGCTGATGGCAACCTGGCTGATCAGCGTCACCGGCAGCAACCTGTCGCCAGCGTTCTACCTGATTGCCGTAGCCGTGCTAGCAATGGCAG
...t.Cc...a.99C...... gat.ttc.G.G.tg........ (I S t..TCovroGen... te.... tC.Cc....C..GCCL. Q.. Cuuutterennnn... CiCheiannn c..

261 390
CAGGTGGCACCCCTCATCGCATCTACGCCGCAGCACGACGTCATGCCTTGCCGGTAATCACTGCACATAAACGAAAGCGCTTTTTCATCGCGATATCACTGACGACGCAGAGTGCGACGTAAGTGACGGC
GCGCCGCACACTCAAGATCE N S eI N le e[ el NS [Sle [ N e S e e[ NS U I e B GAAAAAGCGCTTTT TGATCACGAT GGCACTGACGACGCCGATTGCGACGTAAGTGACGGC
GCGCACGATAGTTGTATCTTTGCCGCAGCGCAGCACAACGTCATGCCTGGCCCGCAGTCACTGCCTATARACAAAAGCGCTTTTTTACCGCGATGGCACTGACGACGCAGAGTGCGACTTAAGTGACGGC
-——CCGCGTCAACGCGTCAGATTCTTGCTACAGCGCAACGTCATGCCTTATCCGGAATCACTGCACATARACARAAGCGCTTTTTTATCGCAATGGCACTGACGACGCAGAGTGCGACGTAAGTGACGGC
GGGGCGGGCATTGAGAAGGGTTTCTCGTGCCAATGGGGTCGCATGC-~AGTTGTGACTGCTTTAACTGCTTTAGATCTGCTTTTCGATCACGATGGCACTGACGACGCAGATTGCGACGTAAGTGACGGC
GCGGCCTGGCATTGCCCGAGACCTCGAAGATCTCGCTGCATGACGTGCCGGTTGCGGGCARAGGGGCAGTGACGGGTTCGATGGCGTGAGGGTCTCGGGGTCACGCTTTGCGTCAAATATGTGCTGCAGC
g.G.cg..... ST, g..c...g...ca.C.c.aCgtCATGC...G...g.a.TCactg.a.a..... 2aRagcGCTTTTE . AtCgCGATggCACTGACGACGCaGAGTGCGACGTAAGTGACGGE

391 520
TGAGCCCTGACACTGATCCGGGGGTAGCTCGGCA-GGACGCCGAGCTAGCCGCACCGTGCCAGGGATGGCACGTTGCGGCGACCCCCGGATCAGTGTCAGGGCGAAGGAACCCGACGAAGTCGGGCCGGA
TGAGCCCTGACACTGATCCGGGGGATGCGAGGCA-GGACGCCGAGCAAGCTGCACCGGGCCAAGGATGGCCCGTTGCAGCGACCGCCGGATCAGTGTCAGGGCGAAGGAACCCGACGAAGTCGGGCCGGA
TGAGTCCTGGCGCTGATCCGGGGGATGCGAGGCA-GGACGCCGAGCAAGCCGCACCGGGCCAAGGATGGCCCGTTGCGGCGACCCCCGGATCAGCGTCAGGGCGAAGGAACCCGACGAAGTCGGGCCGGA
TGAGCCCTGGCGCTGATCCGGGGGATGCGAGGCA-GGACGCCGAGCAAGCTGCACCGGGCCAAGGATGGCCCGTTGCAGCGACCCCCGGATCAGTGTCAGGGCGAAGGAACCCGACGAAGTCGGGCCGGA
TGAGCCCTGACACTGATCCGGGGGGAACTCGGCAAGGATGCCGAGTTAGCTGCACCGGGCCAAGGATGGCCCGTTGCAGCGACCCCCGGATCAGTGTCAGGGCGAAGGAACCCGACGAAGTCGGGCCGGA
ACAACGCCATACCTTGCCCGTAGCCACTGCACATAAACGAAAGCTTTTTCATCACGGTGGCACTGACGACGCA--——-—— GAGTGCGACGTCAGTGTCAGGGCAAAGGAACCCGACGAAGTCGGGCCGGA
TGAGCCCTG.C.CTGATCCGGGGG. .gCg.GGCA.GGACGCCGAGC . AGC.GCACCGYGCCAaGGATGGCCCGTTGC . GCGACCCCCGGATCAGTGTCAGGGCGAAGGAACCCGACGAAGTCGGGCCGGA

521 650
AACGGAGCTGGGA--TAATGAGATGGTCAGCCCGATCCGAGAAACCCGGAGTGTCTACACTTTCCGGGTTTCTCTCTAACGTCGAGGAGATCACTCATGAAAAACGGCCTCAAGCTCTTAGGCATCGACA
AACGGAGCTGGGA--TAATGAGATGGTCAGCCCGATCCGAGAAACCCGGAGTGTCTACACTTTCCGGGTTTCTCTCTAACGTCGAGGAGATCACTCATGAAAAACGGCCTCAAGCTCTTAGGCATCGACA
AACGGAGCTGCGGGCTAATGAGATGGTCAGCCCGATCCGAGAAACCCGGAGTGTCTACACTTTCCGGGTTTCTCTCTAACGTCGAGGAGATCACTCATGAAAAACGGCCTCAAGCTCTTAGGCATCGACA
AACGGAGCTGCGGGCTAATGAGATGGTCAGCCCGATCCGAGAAACCCGGAGTGTCTACACTTTCCGGGTTTCTCTCTAACGTCGAGGAGATCACTCATGAAAAACGGCCTCAAGCTCTTAGGCATCGACA
AACGGAGCCAGGGG-TAATGAGATGGTCAGCCCGATCCGAGAAACCCGGAGTGTCTACACTTTCCGGGTTTCTCTCTAACGTCGAGGAGATCACTCATGAAAAACGGCCTCAAGCTCTTAGGCATCGACA
AACGGAGCGGTGA--TAATGAGATGGTCAGCCCGATCCGAGAAACCCGGAGTGTCTACACTTTCCGGGTTTCTCTCTAACGTCGAGGAGATCACTCATGAAAAACGGCCTCAAGCTCTTAGGCATCGACA
AACGGAGCtG.G...TAATGAGATGGTCAGCCCGATCCGAGAAACCCGGAGTGTCTACACTTTCCGGGTTTCTCTCTAACGTCGAGGAGATCACTCATGAAAAACGGCCTCAAGCTCTTAGGCATCGACA
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651 780
TTGGTAAAAACAGTTTTCACCTCATAGGCCATGATGCAGGCGGCCACCAAGTATTACGCAAGTGCTTCAATCGCAATCGCCTTCTGCAGTTTGCGGCTCAGATTGAACCCTGCACCATTGCAATGGAGTC
TTGGTAAAAACAGTTTTCACCTCATAGGCCATGATGCAGGCGGCCACCAAGTATTACGCAAGTGCTTCAATCGCAATCGCCTTCTGCAGTTTGCGGCTCAGATTGAACCCTGCACCATTGCAATGGAGTC
TTGGTAAAAACAGTTTTCACCTCATAGGCCATGATGCAGGCGGCCACCAAGTATTACGCAAGTGCTTCAATCGCAATCGCCTTCTGCAGTTTGCGGCTCAGATTGAACCCTGCACCATTGCAATGGAGTC
TTGGTAAAAACAGTTTTCACCTCATAGGCCATGATGCAGGCGGCCACCAAGTATTACGCAAGTGCTTCAATCGCAATCGCCTTCTGCAGTTTGCGGCTCAGATTGAACCCTGCACCATTGCAATGGAGTC
TTGGTAAAAACAGTTTTCACCTCATAGGCCATGATGCAGGCGGCCACCAAGTATTACGCAAGTGCTTCAATCGCAATCGCCTTCTGCAGTTTGCGGCTCAGATTGAACCCTGCACCATTGCAATGGAGTC
TTGGTAAAAACAGTTTTCACCTCATAGGCCATGATGCAGGCGGCCACCAAGTATTACGCAAGTGCTTCAATCGCAATCGCCTTCTGCAGTTTGCGGCTCAGATTGAACCCTGCACCATTGCAATGGAGTC
TTGGTAAAAACAGTTTTCACCTCATAGGCCATGATGCAGGCGGCCACCAAGTATTACGCAAGTGCTTCAATCGCAATCGCCTTCTGCAGTTTGCGGCTCAGATTGAACCCTGCACCATTGCAATGGAGTC

781 910
GTGCGGTGGCTCTCACTGGCTTGCCAGGAAACTCGCCTCGCTGGGGCACCGGGTGAAGTTGATTGCTCCGCAACATGTGAAGCCCTACGTGACGGGCAACAAGAATGACTTCATCGATGCCGAAGCTATA
GTGCGGTGGCTCTCACTGGCTTGCCAGGAAACTCGCCTCGCTGGGGCACCGGGTGAAGTTGATTGCTCCGCAACATGTGAAGCCCTACGTGACGGGCAACAAGAATGACTTCATCGATGCCGAAGCTATA
GTGCGGTGGCTCTCACTGGCTTGCCAGGAAACTCGCCTCGCTGGGGCACCGGGTGAAGTTGATTGCTCCGCAACATGTGAAGCCCTACGTGACGGGCAACAAGAATGACTTCATCGATGCCGAAGCTATA
GTGCGGTGGCTCTCACTGGCTTGCCAGGAAACTCGCCTCGCTGGGGCACCGGGTGAAGTTGATTGCTCCGCAACATGTGAAGCCCTACGTGACGGGCAACAAGAATGACTTCATCGATGCCGAAGCTATA
GTGCGGTGGCTCTCACTGGCTTGCCAGGAAACTCGCCTCGCTGGGGCACCGGGTGAAGTTGATTGCTCCGCAACATGTGAAGCCCTACGTGACGGGCAACAAGAATGACTTCATCGATGCCGAAGCTATA
GTGCGGTGGCTCTCACTGGCTTGCCAGGAAACTCGCCTCGCTGGGGCACCGGGTGAAGTTGATTGCTCCGCAACATGTGAAGCCCTACGTGACGGGCAACAAGAATGACTTCATCGATGCCGAAGCTATA
GTGCGGTGGCTCTCACTGGCTTGCCAGGAAACTCGCCTCGCTGGGGCACCGGGTGAAGTTGATTGCTCCGCAACATGTGAAGCCCTACGTGACGGGCAACAAGAATGACTTCATCGATGCCGAAGCTATA

911 1040
TGCGAGGCGGCCTCCAGACCACGTACTCATTACGTTGCCGTCAAGACTGTGGAGCAGCAGGTACTTTCTGTACAACATCGTCTTCGCGAGTCACTGGTTTGCCACCGTACTGAAGCCATCAACAGGGTGC
TGCGAGGCGGCCTCCAGACCACGTACTCATTACGTTGCCGTCAAGACTGTGGAGCAGCAGGTACTTTCTGTACAACATCGTCTTCGCGAGTCACTGGTTTGCCACCGTACTGAAGCCATCAACAGGGTGC
TGCGAGGCGGCCTCCAGACCACGTACTCATTACGTTGCCGTCAAGACTGTGGAGCAGCAGGTACTTTCTGTACAACATCGTCTTCGCGAGTCACTGGTTTGCCACCGTACTGAAGCCATCAACAGGGTGC
TGCGAGGCGGCCTCCAGACCACGTACTCATTACGTTGCCGTCAAGACTGTGGAGCAGCAGGTACTTTCTGTACAACATCGTCTTCGCGAGTCACTGGTTTGCCACCGTACTGAAGCCATCAACAGGGTGC
TGCGAGGCGGCCTCCAGACCACGTACTCATTACGTTGCCGTCAAGACTGTGGAGCAGCAGGTACTTTCTGTACAACATCGTCTTCGCGAGTCACTGGTTTGCCACCGTACTGAAGCCATCAACAGGGTGC
TGCGAGGCGGCCTCCAGACCACGTACTCATTACGTTGCCGTCAAGACTGTGGAGCAGCAGGTACTATCTGTACAACATCGTCTTCGCGAGTCACTGGTTTGCCACCGTACTGAAGCCATCAACAGGGTGC
TGCGAGGCGGCCTCCAGACCACGTACTCATTACGTTGCCGTCAAGACTGTGGAGCAGCAGGTACTTTCTGTACAACATCGTCTTCGCGAGTCACTGGTTTGCCACCGTACTGAAGCCATCAACAGGGTGC

1041 1170
ATGGTTTTTTGCTTGAGTTCGGAATTGCCTTGCCAGCCACCAAGGCAGCGATCGCCAAAGTGCCTGAGCTGATTGACGATTCACGTAGCGACCTGCCGCTGCAGTTCAAAAGGGTCATGGAGCATTTGCT
ATGGTTTTTTGCTTGAGTTCGGAATTGCCTTGCCAGCCACCAAGGCAGCGATCACCAAAGTGCCTGAGCTGATTGACGATTCACGTAGCGACCTGCCGCTGCAGTTCAAAAGGGTCATGGAGCATTTGCT
ATGGTTTTTTGCTTGAGTTCGGAATTGCCTTGCCAGCCACCAAGGCAGCGATCGCCAAAGTGCCTGAGCTGATTGACGATTCACGTAGCGACCTGCCGCTGCAGTTCAAAAGGGTCATGGAGCATTTGCT
ATGGTTTTTTGCTTGAGTTCGGAATTGCCTTGCCAGCCACCAAGGCAGCGATCGCCAAAGTGCCTGAGCTGATTGACGATTCACGTAGCGACCTGCCGCTGCAGTTCAAAAGGGTCATGGAGCATTTGCT
ATGGTTTTTTGCTTGAGTTCGGAATTGCCTTGCCAGCCACCAAGGCAGCGATCGCCAAAGTGCCTGAGCTGATTGACGATTCACGTAGCGACCTGCCGCTGCAGTTCAAAAGGGTCATGGAGCATTTGCT
ATGGTTTTTTGCTTGAGTTCGGAATTGCCTTGCCAGCCACCAAGGCAGCGATCGCCAAAGTGCCTGAGCTGATTGACGATTCACGTAGCGACCTGCCGCTGCAGTTCAAAAGGGTCATGGAGCATTTGCT
ATGGTTTTTTGCTTGAGTTCGGAATTGCCTTGCCAGCCACCAAGGCAGCGATCGCCAAAGTGCCTGAGCTGATTGACGATTCACGTAGCGACCTGCCGCTGCAGTTCAAAAGGGTCATGGAGCATTTGCT

1171 1300
GGAGGATATTCATCGCCTTGATACCGAAATAAAGGCCTGTGATGCGCAAATCAAGCAGCAACTGGCGCAAGACGATGCTGGTACACGCTTGATGACGATTCCTGGCATTGGTCCTATTACCGCCAGCGCA
GGAGGATATTCATCGCCTTGATACCGAAATAAAGGCATGTGATGCGCAAATCAAGCAGCAACTGGCGCAAGACGATGCTGGTACACGCTTGATGACGATTCCTGGCATTGGTCCTATTACCGCCAGCGCA
GGAGGATATTCATCGCCTTGATACCGAAATAAAGGCCTGTGATGCGCAAATCAAGCAGCAACTGGCGCAAGACGATGCTGGTACACGCTTGATGACGATTCCTGGCATTGGTCCTATTACCGCCAGCGCA
GGAGGATATTCATCGCCTTGATACCGAAATAAAGGCCTGTGATGCGCAAATCAAGCAGCAACTGGCGCAAGACGATGCTGGTACACGCTTGATGACGATTCCTGGCATTGGTCCTATTACCGCCAGCGCA
GGAGGATATTCATCGCCTTGATACCGAAATAAAGGCCTGTGATGCGCAAATCAAGCAGCAACTGGCGCAAGACGATGCTGGTACACGCTTGATGACGATTCCTGGCATTGGTCCTATTACCGCCAGCGCA
GGAGGATATTCATCGCCTTGATACCGAAATAAAGGCCTGTGATGCGCAAATCAAGCAGCAACTGGCGCAAGACGATGCTGGTACACGCTTGATGACGATTCCTGGCATTGGTCCTATTACCGCCAGCGCA
GGAGGATATTCATCGCCTTGATACCGAAATAAAGGCCTGTGATGCGCAAATCAAGCAGCAACTGGCGCAAGACGATGCTGGTACACGCTTGATGACGATTCCTGGCATTGGTCCTATTACCGCCAGCGCA
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1301 1430
TTTGTAGCGGATCTGGGTGACGCTTCCAATTTTCGAGCCTCACGAGACCTTTCCGCTTTTCTGGGGCTGGTTCCCAGACAGTTCTCTACAGGCGGGAGACCCGTATTGCTGGGTATCAGCAAGCGAGGTG
TTTGTAGCGGATCTGGGTGACGCTTCCAATTTTCGAGCCTCACGAGACCTTTCTGCTTTTCTGGGGCTGGTTCCCAGACAGTTCTCTACAGGCGGGAGACCCGTATTGCTGGGTATCAGCAAGCGAGGTG
TTTGTAGCGGATCTGGGTGACGCTTCCAATTTTCGAGCCTCACGAGACCTTTCCGCTTTTCTGGGGCTGGTTCCCAGACAGTTCTCTACAGGCGGGAGACCCGTATTGCTGGGTATCAGCAAGCGAGGTG
TTTGTAGCGGATCTGGGTGACGCTTCCAATTTTCGAGCCTCACGAGACCTTTCCGCTTTTCTGGGGCTGGTTCCCAGACAGTTCTCTACAGGCGGGAGACCCGTATTGCTGGGTATCAGCAAGCGAGGTG
TTTGTAGCGGATCTGGGTGACGCTTCCAATTTTCGAGCCTCACGAGACCTTTCCGCTTTTCTGGGGCTGGTTCCCAGACAGTTCTCTACAGGCGGGAGACCCGTATTGCTGGGTATCAGCAAGCGAGGTG
TTTGTAGCGGATCTGGGTGACGCTTCCAATTTTCGAGCCTCACGAGACCTTTCCGCTTTTCTGGGGCTGGTTCCCAGACAGTTCTCTACAGGCGGGAGACCCGTATTGCTGGGTATCAGCAAGCGAGGTG
TTTGTAGCGGATCTGGGTGACGCTTCCAATTTTCGAGCCTCACGAGACCTTTCCGCTTTTCTGGGGCTGGTTCCCAGACAGTTCTCTACAGGCGGGAGACCCGTATTGCTGGGTATCAGCAAGCGAGGTG

1431 1560
ACAGGCACCTGCGAACCCTGTTGGTGCAAGGTTCTCGAGCGCTCATGATTCGAATAGAACGCCGCGATGATGCCCTTGGGCAGTGGGTAAGAGACTTGTTGGCACGCAAGCATCCGAACAAGGTGGCATG
ACAGGCACCTGCGAACCCTGCTGGTGCAAGGTTCTCGAGCGCTCATGATTCGAATAGAACGCCGCGATGATGCCCTTGGGCAGTGGGTAAGAGACTTGTTGGCACGCAAGCATCCGAACAAGGTGGCATG
ACAGGCACCTGCGAACCCTGTTGGTGCAAGGTTCTCGAGCGCTCATGATTCGAATAGAACGCCGCGATGATGCCCTTGGGCAGTGGGTAAGAGACTTGTTGGCACGCAAGCATCCGAACAAGGTGGCATG
ACAGGCACCTGCGAACCTTGTTGGTGCAAGGTTCTCGAGCGCTCATGATTCGAATAGAACGCCGCGATAATGCCCTTGGGCAGTGGGTAAGAGACTTGTTGGCACGCAAGCATCCGAACAAGGTGGCATG
ACAGGCACCTGCGAACCCTGTTGGTGCAAGGTTCTCGAGCGCTCATGATTCGAATAGAACGCCGCGATGATGCCCTTGGGCAGTGGGTAAGAGACTTGTTGGCACGCAAGCATCCGAACAAGGTGGCATG
ACAGGCACCTGCGAACCCTGTTGGTGCAAGGTTCTCGAGCGCTCATGATTCGAATAGAACGCCGCGATGATGCCCTTGGGCAGTGGGTAAGAGACTTGTTGGCACGCAAGCATCCGAACAAGGTGGCATG
ACAGGCACCTGCGAACCCTGTTGGTGCAAGGTTCTCGAGCGCTCATGATTCGAATAGAACGCCGCGATGATGCCCTTGGGCAGTGGGTAAGAGACTTGTTGGCACGCAAGCATCCGAACAAGGTGGCATG

1561 1690
TGCTTTAGCGAACAAGCTGGCAAGAATCGTATGGGCGGTGCTCAGACGAGGTAGCACTTACAACGCATCAATGATCTGAGTAGGACATAGGCGTACCGGCTTTTGCGACGCAGTGATGATGACGATAAAC
TGCTTTAGCGAACAAGCTGGCAAGAATCGTATGGGCGGTGCTCAGACGAGGTAGCACTTACAACGCATCAATGATCTGAGTAGGACATAGGCGTACCGGCTTTTGCGACGCAGTGATGATGACGATAAAC
TGCTTTAGCGAACAAGCTGGCAAGAATCGTATGGGCGGTGCTCAGACGAGGTAGCACTTACAACGCATCAATGATCTGAGTAGGACATAGGCGTACCGGCTTTTGCGACGCAGTGATGATGACGATAAAC
TGCTTTAGCGAACAAGCTGGCAAGAATCGTATGGGCGGTGCTCAGACGAGGTAGCACTTACAACGCATCAATGATCTGAGTAGGACATAGGCGTACCGGCTTTTGCGACGCAGTGATGATGACGATAAAC
TGCTTTAGCGAACAAGCTGGCAAGAATCGTATGGGCGGTGCTCAGACGAGGTAGCACTTACAACGCATCAATGATCTGAGTAGGACATAGGCGTACCGGCTTTTGCGACGCAGTGATGATGACGATAAAC
TGCTTTAGCGAACAAGCTGGCAAGAATCGTATGGGCGGTGCTCAGACGAGGTAGCACTTACAACGCATCAATGATCTGAGTAGGACATAGGCGTACCGGCTTTTGCGACGCAGTGATGATGACGATAAAC
TGCTTTAGCGAACAAGCTGGCAAGAATCGTATGGGCGGTGCTCAGACGAGGTAGCACTTACAACGCATCAATGATCTGAGTAGGACATAGGCGTACCGGCTTTTGCGACGCAGTGATGATGACGATAAAC

1691 1820
AGCTCATGGCCAGACTGAAAACCTGATAG-CAATGCAGCCTTCGAGGCTTTAGGGATTTTTGAGGACAGTAAGGCGGCGAATACTCATCAAGGGCCGGGCAGCGAAATTGCCCAGAATGAGCCCGGATAC
AGCTCATGGCCAGACTGAAAACCTGATAGGCAAAGCAGCCTTCGAGGCTTTAGGGATTTTTGAGGACAGTAAGGCGGCGAATACTCATCAAGGGCCGGGCAGCGAAATTGCCCAGAATGAGCCCGGATAC
AGCTCATGGCCAGACTGAAAACCTGATAGGCAAAGCAGCCTTCGAGGCTTTAGGGATTTTTGAGGACAGTAAGGCGGCGAATACTCATCAAGGGCCGGGCAGCGAAATTGCCCAGAATGAGCCCGGATAC
AGCTCATGGCCAGACTGAAAACCTGATAGGCAAAGCAGCCTTCGAGGCTTTAGGGATTTTTGAGGACAGTAAGGCGGCGAATACTCATCAAGGGCCGGGCAGCGAAATTGCCCAGAATGAGCCCGGATAC
AGCTCATGGCCAGACTGAAAACCTGATAGGCAAAGCAGCCTTCGAGGCTTTAGGGATTTTTGAGGACAGTAAGGCGGCGAATACTCATCAAGGGCCGGGCAGCGAAATTGCCCAGAATGAGCCCGGATAC
AGCTCATGGCCAGACTGAAAACCTGATAAGCAATGCAGCCTTCGAGGCTTTAGGGATTTTTGAGGACAGTAAGGCGGCGAATACTCATCAAGGGCCGGGCAGCGAAATTGCCCAGAATGAGCCCGGATAC
AGCTCATGGCCAGACTGAAAACCTGATAGGCAAaGCAGCCTTCGAGGCTTTAGGGATTTTTGAGGACAGTAAGGCGGCGAATACTCATCAAGGGCCGGGCAGCGAAATTGCCCAGAATGAGCCCGGATAC

1821 1950
ATTAGCGCAAGCATGCTTTACCGCTCATCGAACTGCGATTGCAGGAGGTGGGCTGACCATACATTTGCTTACTTTGGCCCCTTCAAAGTAAGTCGCCGAGGGGCGAAAAGGTGACCTGAGCCGAAAACAG
ATTAGCGCAAGCATGCTTTACCGCTCATCGAACTGCGATTGCAGGAGGTGGGCTGACCATACATTTGCCTACTTTGGTCCCT-CAAAGTAGGGCGCCGAGGGGCGAAAAGGTGCCTTGAGCCTTAAACAC
ATTAGCGCAAGCATGCTTTACCGCTCATCGAACTGCGATTGCAGGAGGTGGGCTGACCATACATTTGCTTACTTTGATCC-TTCAAAGTCAATCGCCGAGAGGCGAAAAGGTAACTTGAGTCGTAAACAA
ATTAGCGCAAGCATGCTTTACCGCTCATCGAACTGCGATTGCAGGAGGTGGGCTGACCATACATTTGCCTACTTTGGCCCCATCAAAGTAGGTCGCCGAGGGGCGAAAAGGTGTCTTGAGTCGAGCCCGA
ATTAGCGCAAGCATGCTTTACCGCTCATCGAACTGCGATTGCAGGAGGTGGGCTGACCATACATTTGCCTACTTTGGCCCCATCAAAGTAGGTCGCCGAGGGGCGAAAAGGTGCCTCGAGCCGTAAACAA
ATTAGCGCAAGCATGCTTTACCGCTCATCGAACTGCGATTGCAGGAGGTGGGCTGACCATACATTTGCTTACTTTGGTCCCT-CAAAGTAGGGCGCCGAGAGGCGAAAAGGTACCTTGAGTCGTAAACAA
ATTAGCGCAAGCATGCTTTACCGCTCATCGAACTGCGATTGCAGGAGGTGGGCTGACCATACATTTGC . TACTTTGG . CCCttCAAAGTAgGECGCCGAGYGGCGAAAAGGTg.CTTGAG.CGtAAACAa
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1951 2080
ACATCACTGACATTGCAGAACCGCTTjyexuelerNerlelolcipp.(elerv:Yor.(er:v.v:Ye).eler.NelclorNe)Xe olchfoler:Ner.vABUNEON T GCCGACG—————— CGGAGCATCGGCACGATAGTCATGCACAAGCCTGCTTCT
ATCCAACTGACATAGCTGAACCGCAGTGTAACGTTCCACGTCACATATCTGCGTCGCACGATAGTTGAGATTATCGCTCCCTGCGTTTCAGCGTTGGAATGCCTCGGGTGACGCTCTGCTTCAAGTCTGT

ACATCACTGACCTCGCCGAACCGCCGT NI T e N el e[ e ool e e[ E o) e[ NS/ UG T CAGTTAGAT TTGTGTCTAACGCTGAGC GCGGGGGAGATAAT CATCAAAGC
ACATCACTGACCTTGCAGAACCGCAGTGTGACGCGGAGCGCCACAAA---— AN NN NI o o NI VN e e[ U eI Nol (e [T NE e ie e[ NS U g i T GAAAGAAAGTGC TT TTTTATCGCGGT
AcaTCACTGAC.T.GCaGAACCGC.gTGtgaCGe. . .GCG.CachA.A. ... .. 9g.C.Ca..g.Gt..aG.ac.g. .tGC.wuerernen.n. Gever@eGunnnnnn TR PP g.
2081 2210

GCCCGA--AGGGCTGGGGGCGACCGGGGCGGCGATCCGCATTGTTCGCGAAGACTGTGTTTCAGGCGACCCGATTTCTGCGACTGTACGGGCCATTTCGCGAACAAGTTCGCTCCCACGGATCCTGACTT
GCCACACCACAACGTCATGCCTTGCCTCTAGTCACTGCCTATAAACGAAAGCGTTTTTTTACCGCCATGGCACTGACGACGCAGAATGAGGCGTAAGTGACGGCTGAGCCAGAGCACAGGAGCGAAAACT
GCGGCATCACGACGGAGCGCCGCACGATGGTTGAAAATGCAGCGCCTGGGCCATCGTCTTCTTGAGCAAGCTCACCCAACAGGTGCATATCCAGCCTGATACTGCAATTCACCCACACCCTTCCAGGGCT
CACTGACGACGCAGAGTGCGACGTAAGTGACGGCTGAGCCCTGGCGCTGATCCGGGGGATGCGAGGCAGGACGCCGAGCAAGCTGCACCGGGCCAAGGATGGCCCGTTGCAGCGACCCCCGGATCAGTGT

CCCACTTTTCGTGCCGTCAGTTCAGCAACGCAACCGTCTCCGGCACAAAGTCG——==-——=—— AACGAGCCGAGATTCATCCCCTGTTCATCGACCTGCAGCACCCAGCCCTGACGGTCCCAGTCACCCAG
GGCACCGACGACGCAGAGTGCGACGTAAAGAACCGAGAGGTGTCCGCCAGAGCACCTCTCGATCCATCAGCAAAAACGCAACAAAACGTGGCACAGTCGCCCCGAAAAATGGCACATTGGCGCCCCCAGG
gCC.CA..ACT e e e eTe e aeeeeennnnn Lo P Cuovunn C.o...t.tboooa.. gCu v v C..Cevetgee.eeggCevveennnn. c.a...C.g..... C...gCC..... t
2211 2248

CGCTACACTCCCGCCAATCACATCCACTCAAGCAGGAG
TGTTACTGTCGTGCCCATTCTCAACACATT
CTTCAAGATGTGTGTATAGCCGAGCGCGAAGCGACTTT
CAGGGCGAAGGAACCCGACGAAGTCGGGCCGGAA
CACGATACGTTTTGCCGACTGATCGCCAATCTGCAATT
CGCATGTGACACATTTTGTAATCATCCGTCCGGG
Covia@eennnnnn. Covennnnns C.Civvvvnnn

REP sequences are in green background

Alignment of REP sequences adjacent to ISPsy7

2
3
6
9
5
8

Consensus

1 54
TGATGCAGAGCGTTACGAACACAAAGAGGACGCAGAGCGTC--CAGAACTGCA
GGACGCAGAGCGTCCAGAACGGCATGC-GACGCGGAGCGTCG-CACGATAGTT

AGGACGCAGAGCGTCCAGAACAGCATGC-GACGCGGAGCGTCG-CACGATAGT

AGGACGCAGAGCGTCCAGAACGGCATGC-GACGCGGAGCGTCG-CACGATAGT

AGGACGCAGAGCGTCCAGAACGGCGTGC-GACGCAGAGCGTCG-CACGATAAT

GCGACGCAGAGCGTCCAGAACGGCATGCCGACGCGGAGCATCGGCACGATA
.9gGACGCAGAGCGTCCAGAACYGCATGC .GACGCgGAGCGTCG CACGATAQt.

Pseudomonas syringae canonical REP sequence:

GGACGCGGAGCGTCCAGAACGGCATGCCGACGCAGAGCGTCGCACGATAGT]



