Table S2. Putative orthologs from R1-, r1-contig and haplotypes A, B and C of S. demissum and the corresponding accession numbers are shown. Putative pseudogenes are indicated by “PS”. The identities between transposons (TP) are not shown
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R1-Contig

r1-Contig

Identity

A-Haplotype

Identity

B-Haplotype

Identity

C-Halotype

Identity

Locus Code

Identity

1

1

-

-

-

-

-

-

-

-

-

2

2

-

-

-

Q6L416_SOLDE

94,00%

-

-

AT1G69600.1

, 

AT5G39760.1

54%, 

43%

3

3

-

Q6L3T7_SOLDE

90,00%

Q6L415_SOLDE

91,00%

-

-

AT1G69610.1, 

AT3G28920.1, 

AT5G39785.2

41%, 

45%, 

40%

4

4

-

Q6L3T8_SOLDE

100,00%

Q6L3T8_SOLDE

100,00%

-

-

AT1G26880.1, 

AT1G69620.1, 

AT3G28900.1

91%, 

91%, 

88%

5

5

-

Q6L3T9_SOLDE

99,00%

Q6L413_SOLDE

97,00%

-

-

AT1G26870.1, 

AT5G39820.1

61%, 

55%

6

6

-

Q6L3U0_SOLDE

100,00%

Q6L412_SOLDE

79,00%

-

-

-

-

7

7

-

-

TP

-

TP

-

-

TP

8

8

-

Q6L3U3_SOLDE

100,00%

-

-

-

-

-

-

9

9

-

-

TP

TP

-

-

TP

-

10

10

-

Q6L3U5_SOLDE

99,00%

Q6L3W3_SOLDE 

62,00%

-

-

-

-

11

11

-

-

TP

TP

-

-

TP

12

12

-

-

TP

TP

-

-

TP

13

13

-

Q6L3V1_SOLDE

99,00%

Q6L3W6_SOLDE 

89,00%

-

-

-

-

14

14

14

98,00%

Q6L449_SOLDE 

100,00%

Q6L3W8_SOLDE 

(PS)

97,00%

Q6L3P6_SOLDE

98,00%

AT1G14790.1, 

61,00%

15

15

15 (PS)

93,00%

Q6L448_SOLDE

100,00%

Q6L3V6_SOLDE 

93,00%

Q6L3P4_SOLDE 

93,00%

-

-

16

16

16

96,00%

Q6L447_SOLDE

100,00%

Q6L3V3_SOLDE

96,00%

Q6L3P3_SOLDE

95,00%

AT1G14790.1, 

59,00%

17

17

17

98,00%

new gene

100,00%

Q6L3V4_SOLDE

98,00%

Q6L3P2_SOLDE

97,00%

AT1G14270.1

70,00%

18

18

18

99,00%

Q6L446_SOLDE

99,00%

Q6L3V5_SOLDE 

99,00%

Q6L3P1_SOLDE

98,00%

AT1G26850.2

76,00%

19

19

19

91,00%

Q6L445_SOLDE

99,00%

Q6L3X1_SOLDE

91,00%

Q6L3P0_SOLDE

90,00%

AT1G14280.1

33,00%

20

20

20

96,00%

Q6L444_SOLDE

100,00%

new genes 

(caution: there are 

five genes, some 

of them are PS)

97,00%

Q6L3N9_SOLDE

95,00%

AT3G28580.1, 

AT5G40010.1, 

AT3G28510.1, 

AT3G28540.2, 

AT3G28520.1, 

AT3G28600.1, 

AT3G28610.1, 

AT5G40000.1, 

AT3G28570.1, 

59%, 

57%, 

56%, 

54%, 

50%, 

49%, 

48%, 

47%, 

47%

21

21

21

TP

-

TP

-

TP

-

-

TP

-

22

22

Q6L440_SOLDE 

98,00%

-

-

-

-

23

23

Q6L439_SOLDE

100,00%

-

-

-

-

-

-

24

24

Q6L438_SOLDE

98,00%

-

-

-

-

-

-

25

25

-

TP

-

TP

-

-

-

-

-

-

26

26

-

-

-

-

-

-

-

-

-

27

27

-

-

-

-

-

-

-

-

-

28

28

-

-

-

-

-

-

-

-

-

29

29

-

-

-

-

-

-

-

-

-

30

30

-

-

-

-

-

-

-

-

-

31

31

-

-

-

-

-

-

-

AT3G23880.1

31,00%

32

32

-

-

-

-

-

-

-

-

-

33

33

-

-

-

-

-

-

-

-

-

34

34

-

-

-

PS

-

-

-

-

-

35

35

-

C6OCY9_SOLDE

100,00%

Q6L3L4_SOLDE

86,00%

new gene

85,00%

-

-

36

36

-

-

PS

Q6L3L5_SOLDE

?

Q6L3S7_SOLDE

-

-

37

37

-

C6OCY7_SOLDE

100,00%

Q6L3L6_SOLDE

92,00%

Q6L3S8_SOLDE

92,00%

38

38

38

87,00%

C6OCZ0_SOLDE

100,00%

Q6L3L9_SOLDE

86,00%

Q6L3S9_SOLDE

85,00%

AT1G69690.1

45,00%

39

39

39

94,00%

C6OCY6_SOLDE

100,00%

Q6L3M0_SOLDE

92,00%

Q6L3T0_SOLDE

96,00%

AT2G02910.1

72,00%

40

40

-

TP

-

TP

-

TP

Q6L3T1_SOLDE

TP

TP

41

41

41

98,00%

Q6OD02_SOLDE

100,00%

Q6L3M1_SOLDE

98,00%

Q6L3N4_SOLDE

97,00%

AT1G14300.1

72,00%

42

42

42

97,00%

Q6OD01_SOLDE

100,00%

Q6L3M2_SOLDE

97,00%

Q6L3N4_SOLDE

97,00%

AT1G26840.1

68,00%

43

43

43

97,00%

Q6OD00_SOLDE

100,00%

Q6L3K9_SOLDE 

+ two dublicates 

(one is interrupted 

(PS))

98,00%

Q6L3N5_SOLDE 

and 

Q6L3N6_SOLDE

98,00%

AT1G14290.1, 

AT1G69640.1

74%, 

76%

44

44

54

83,00%

R1A_SOLDE

100,00%

-

-

R1C3_SOLDE

83,00%

AT3G46730.1 

26,00%

45

45

?

Q6OCZ8_SOLDE

99,00%

-

-

-

-

AT3G46730.1

27,00%

46

46

Q6OCZ7_SOLDE

100,00%

-

-

-

-

-

-

47

47

Q6OCZ6_SOLDE

100,00%

-

-

-

-

AT1G69700.1

65,00%

48

48

Q6OCZ5_SOLDE

98,00%

-

-

-

-

AT1G69710.1

49,00%

P6/210

S. demissum

A. thaliana
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