A B

Cluster GO- Fold List Total P-value Annotation
level enrichment
5 /1 3 120 0.019  Macromolecule catabolism
1 L7y m— 3 71 0.005  Biopolymer catabolism
6 /1 3 66 0.005  Protein catabolism
6 2 12 0.002  Culmination during fruiting body formation
7 =3 5 188 0.002  Proteolysis
6 2 35 0.012  Actin polymerization and/or depolymerization
> 2
4 B 9 160 0.002  Response to external stimulus
6 /3 5 53 0.002  Chemotaxis
7 = 7 115 0.003  Translation
T — < 6 1 5 81 0.017  Endocytosis
7 = 5 90 0.034  Actin filament-based process
5 /1 6 56 0 Cytokinesis
5 —1 9 76 0 Cell motility
A — 2 4 0.004 Late endosome to vacuole transport
> 3 2B 22 420 0.001 Development
(S m— 3 12 0.003  Culmination during fruiting body formation
(S — 4 20 0.001 Response to oxidative stress
7 2 2 0.001 G1/S transition of mitotic cell cycle
3 = 10 123 0.001 Cell differentiation
4 /7 6 29 0 Sporulation
5 :I 3 9 0.022  Response to temperature stimulus
4 0 18 178 0.002  Nitrogen compound metabolism
6 = 15 113 0 Cellular carbohydrate metabolism
7 == 3 8 0.022  Microtubule-based movement
4 149 2376 0 Cellular metabolism
5 /= 4 25 0.03 Vitamin metabolism
>‘4 6 O 24 254 0.002  Carboxylic acid metabolism
6 == 24 94 0 Nucleotide metabolism
5 = 35 265 0 Generation of precursor metabolites and energy
6 [ 10 34 0 Oxidative phosphorylation
1 | 7 :I 9 21 0 ATP synthesis coupled proton transport
| 6 [ 19 102 0 Coenzyme metabolism
6 = 10 22 0 ATP metabolism
[l 9 21 0 ATP biosynthesis
5= 22 175 0 Cellular lipid metabolism
6 7:| 19 66 0 Nucleotide biosynthesis
| | ] 7B 29 303 0 Protein biosynthesis
= 19 163 0 Amino acid and derivative metabolism
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